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CGCGTTTGGTTGCTCGCTCCACCCCCGGAGACCTGGTGTGGTGGAGAAATTTGAA 
CCCGCAGCCTTAGCTCCGAAAAGGCCGAGTTACCTGGCTCTCCCTGAGTGTCGAG 
GAGGACATGAGTGAAATGACCAGCGAACTCATTTTTTATAGGACTCGGTGAAGC 
CGGATTCTGCATTTCCCTACTTGTAGACTCATTTTGTGGAATAGAGTTGATCGCTG 
5 TCTCCTCCGCAAAGCATTTTAACTCGAATAAGCAAATGCCGCCTCTGTTTGAACG 
TTTTGGTATTTACAAGAGAGAAATCATTTTACCTAAGAGAACTAATTGAATTGGC 
AGCATCCTTGAAATACCTCCGGACAAGGATCTGGGGGTGGGGGTGGAAAAGCAA 
CTGCGAAATAGCAGACGGAGAAATTCCTTTGGAAGTTATTCCGTAGCATAAGAG 
CTGAAACTTCAGAGCAAGTTTTCATTGGGCAAAATGGGGGAACAACCTATCTTCA 

1 0 GCACTCGAGCTC ATGTCTTCCAAATTGACCCAAAC AC AAAGAAGAACTGGGTAC 
CCACCAGCAAGCATGCAGTTACTGTGTCTTATTTCTATGACAGCACAAGAAATGT 
GTATAGGATAATCAGTTTAGATGGCTCAAAGGCAATAATAAATAGTACCATCAC 
CCCAAACATGACATTTACTAAAACATCTCAGAAGTTTGGCCAGTGGGCTGATAGC 
CGGGCAAACACCGTTTATGGATTGGGATTCTCCTCTGAGCATCATCTTTCGAAAT 

15 TTGCAGAAAAGTTTCAGGAATTTAAAGAAGCTGCTCGACTAGCAAAGGAAAAAT 
CACAAGAGAAGATGGAACTTACCAGTACACCTTCACAGGAATCCGCAGGCGGGG 
ATCTTCAGTCTCCTTTAACACCGGAAAGTATCAACGGGACAGATGATGAAAGAA 
CACCTGATGTGACACAGAACTCAGAGCCAAGGGCTGAACCAACTCAGAATGCAT 
TGCCATTTTCACATAGTTCAGCAATCAGCAAACATTGGGAGGCTGAACTGGCTAC 

20 CCTCAAAGGAAATAATGCCAAACTCACTGCAGCCCTGCTGGAGTCCACTGCCAAT 
GTGAAACAATGGAAACAGCAACTTGCTGCCTATCAAGAGGAAGCAGAACGTCTG 
GACAAGCGGGTGACTGAAeTTGAATGTGTTAGTAGCCAAGCAAATGCAGTACAT- 
.AGTCATAAGAGAGAA.T.TAAATCAGACAATACAAGAACTGGAAGAGAGAGTGAAA- 
GAAGGAAG AGG AAAT AGAAAGGTT AAAAC AAGAA ATTG AT AATGGGAGAG A ' . 

25 ACTACAAGAACAGAGGGATTCTTTGACTCAGAAACTACAGGAAGTAGAAATTCG 
GAACAAAGACCTGGAGGGACAACTGTCTGACTTAGAGCAACGTCTGGAGAAAAG 
TCAGAATGAACAAGAAGCTTTTCGCAATAACCTGAAGACACTCTTAGAAATTCTG 
GATGGAAAGATATTTGAACTAACAGAATTACGAGATAACTTGGCCAAGCTACTA 
GAATGCAGCTAAGGAAAGTGAAATTTCAGTGCCAATTAATTAAAAGATACACTG 

30 TCTCTCTTCATAGGACTGTTTAGGCTCTGCATCAAGATTGCNNNNNNMvINMvIN^ 
ISnsnsnsnSINNTTGAATATCACTCCTCCAGGAGGAGGATCTTTTGAAATTGGAATTGTA 
TATTTCACTGTAAATTTTAGAATCCAGCTTGTAGCTAGTTGGGGAAAAAAGATGA 
AAAACTTGAACTACAAATTACCTCCATGTATATTATTGGCCATAGTTAACTAGAA 
AGTTATAAATAGACACTTAATGCAATCTTTTTTCCTGATATTAGCCAATGGGAGA 

35 ATTAACAATGTCTAGGTCACATCCCCTTTTTGTGTTCAACACAGTGAAGATTATCT 
GCTTTTTAAATTAATTTATTTACGATATCTAGAGCTGTGTTTTGTGCAAAAACTTA 
GTGATGAAAGCCTGTCTTTTGTTGTAATCTGAATAATTTCTCAGGATATTTTTGCA 
CTGCTGAGAAGCAGTGCCATTACCAATTAATTCTTGCCAGGAGTGAGAGAGAGC 
TGTATCTTTAATTGAAATATACTATAACTGGGTGTATAGAGTTCTTCCCTTTTTTG 

40 TGCTGGAAGATATTTCACTCTGGTGACTACTCTGGTACACTCTGGTGTTCTCTAAT 
CTTGTCTGTTGTATAGTTTACTTTTCCATATTGATTCCATGTATTTATGAGAAGAT 
ATTGTCTCCCATTTTATTACACATTTTAAAGCCAACTAACGAAGGCAGCTGAGTC 
CCTCAGAAATTTTTCTTTTTAAGTTTCTAATAAATTTGACACACAGTACTGAAATA 
CAGCAGCCCGTCATTGACAGGCTGGTCTAGCAATGTTAAGTATATTTACAGAATA 

45 TGCAGTTACATTTATTTATATATTTTGCAAGAAATCTTTTCTGAATGATCAATGCA 
TTTCAATTTACGAATAATAATGGTTATTGGGGAACTGTTTATTATAGATAATTTTA 
AGGTGTATAGCTATTTTAAAGGGGGTCCATTTACATCAAACAGCCGATCAGAGG 
ACTCTATCTAAATTGTGATCGTGGCAGATAGAGATGGAGTCATGTACTCTATCTG 
GCTCTACACATCAATCACATCTTGATTCAAACCTCACAAGGCAATATTCTGAATT 
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GTTAACTAGGTATTTCAAAACAGGAATTAAATTCAATAGGCTCTTCTCAGTGAAC 
AGGTTTTAATGTTGTTTTGATGTAATTTTAAAAGACTTTTAGCAAACATGCATTTC 
TTTATATGATATATTTCTTTTACGAAGCTATTTTAAAAGTAAGCCAAGTGCTGTCT 
AGTCTGCTTATAAAGTAGGAATTGCATCAGAGTACATATATTCTTGCTGTACAAT 
5 GCCTGTGATGTTGAGGAGGGTTCTTTTTTAAAGTGTATGCTTGAGTAACTGACTCT 
ATGGAGTCTATAAATGCACTGACTTCTTGTTTGTACCCCAAAATGATCGAATTGT 
TAAGTACAAAATTAAGCTAATTAACCAATTTGTAACCATTTTTTCACTCATAAAC 
AGCTACTCAATACTAGACAATTTTGTTTTTTATGTATGTGTATGTACGTAAATACA 
TACATATTAATTTACATTAGAGTGAAAAATAAATGGTTTGTTTCTGAAGTTAGTTT 

1 0 CTTAAGTGAGTTTTCAGGTGTCTCTGAAAAATTTATAACAATCATGTATTATATGT 
GCTGTAACATCATGTACGTTACCTCCATCTATTTTAGGATATTTTCCTCACCTATA 
TATTATAGGGAGAATAATTTAGATACACATGCTCAGAGCTGAGATATTTCTCTGA 
TAAATCAGGTAACAAAATGTATTTGATTGATGGAATTTTGAAGTAAATGTGTTTT 
TATCCATCAGTTTCTGAGTAACAAAGAGCACCAAGTTTTAATTTAAATAGGAGAT 

1 5 TTAACACTAGGGATC AGGGAGTTTAGTATGAAGAGTTAAAAAAATTTAAAAAAC 
AGTGTAAGCTGTTGAAATGGCAAGTGAATTATTTTAATGATGTAATAAAATATTT 
TTAAATTTTGACATAGTGATCATTTAATGAAAAAACTCACCAAAATGTCTCCATT 
TGAATTGTATTGATAATGTGGGACATATGTGTGATTCAATATATACATATACCCA 
TATGTATATACAGAAAATTATTTTTAATACTTTCCTACTGATAATGAAATTTAAAA 

20 TTGGAAATTTTGTGAGTGTTTTTCTTGTCCAATAGAGCCTAATTGTTTCCTTTTTTA 
GTGATTTAACAATCTCTTGAGGGCTGCACCTTTAAATTCCCAGATTGTCAATAGA 
iCATGTAGAGTATATGGGATAAGGTGGACACAAGTGCACATATAAATAA^iAlGTT 
/CTTAAGACTTTTAAGTATTCATTTACAGTAGGAGAGTATGTAGAAATCATCATCG 
iAGmGTGATAATTAGGTTGTGTGCCTACTGTAGTTTTTTCCATTTGTGTATTATAT 

25 AAACATTTGCATATTAAAATTTGATTTTTCCCAGAGACAAGTATTATATACTGTAT 
CTATATTTAAATCAAACTGTGGTAATATATTTCTCAGAAAATAATGTTGGGGACT 
ATAGCCTGAACATGTGGACTTGAAGCGACATGGAGGAGGAGGTTGATCCCATTG 
TGTATAAGTTAATATGTGATAACTATTGAATCTTGTACAAAAACAAAAATTGANA 
AANANAAAGAAAAGCAAAAATACAGTTTTTATTTTGAAATACATTTGTTCTCTGG 

30 AGAATGTACTTTATCTTTTTTTCCTCCAGTCTTTTACAGATATTTAAAAGCATTTA 
AATGATGACAGCATTTACTTAAATCTTTCAGGTGCTACTGGATTTTGCATTAGTGT 
GTTATGTTGTGAAATCCTAACTTTGACATAAAAGGTTTTATAAGTATTCCCCTGCC 
TGGAAAATTAGTTTTTGTTCTCCNCTCTCTCTCTTTCTCTTNTCCACTTTCTTTCTG 
CAGACTAAAACATGCTCACGAAGTTGCATCTCTCCTTGTCTCTATAGAAGATCTC 

35 CAGCACCATCATAGATTTGATGTTCTGCTGTCATTGNACTGTTGGGAAGCAGTTA 
GAGGAAAAGCTCACTTTTTTTTTCAGGTGGAAATAAAAGGAACACTCAAAATTA 
AGCCAACACCACCACTACCTTTAAAAACTAGTTTATTTGCCCTGTTAAAATTAAA 
TGATTCTTNAACATGTGGGCTACAGTCTCCCATGTTTTTATTTAACTGAAGCATAT 
ACACTTCGGNCATTTATCTCCTGTGGNCCTGATTTTGTCAGTACTGGAATG 

40 

SEQ ID NO: 654 

>21590 BLOOD INCYTE_3985758H1 

GCNACGGTTGGCGCTCGNCCTGGAGCCTGCCCTGGCGTNCCCCCGCGGGCGCAG 
CCAAGCTTCTTGGCNATGGTAGATAACTGCAGGGGACTCTGGCCGCGGCTAACTA 
45 NCCTGGAGATGCTGATCGGGACCCCCCCGCAGAAGCTACAGATTCTCGTTGACA 
NTGGAAGCAGTAACTTTGA 
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SEQ ID NO: 655 

>21591 BLOOD 404604.3 AF122922 g4585369 Human Wnt inhibitory factor-1 mRNA, 
complete cds. 0 

CCCAGCCGTCTAAACGGGAACAGCCCTGGGCTGAGGGAGCTGCAGCGCAGCAGA 
5 GTATCTGACGGCGCCAGGTTGCGTAGGTGCGGCACGAGGAGTTTTCCCGGCAGC 
GAGGAGGTCCTGAGCAGCATGGCCCGGAGGAGCGCCTTCCCTGCCGCCGCGCTC 
TGGCTCTGGAGCATCCTCCTGTGCCTGCTGGCACTGCGGGCGGAGGCCGGGCCGC 
CGCAGGAGGAGAGCCTGTACCTATGGATCGATGCTCACCAGGCAAGAGTACTCA 
TAGGATTTGAAGAAGATATCCTGATTGTTTCAGAGGGGAAAATGGCACCTTTTAC 

10 ACATGATTTCAGAAAAGCGCAACAGAGAATGCCAGCTATTCCTGTCAATATCCAT 
TCCATGAATTTTACCTGGCAAGCTGCAGGGCAGGCAGAATACTTCTATGAATTCC 
TGTCCTTGCGCTCCCTGGATAAAGGCATCATGGCAGATCCAACCGTCAATGTCCC 
TCTGCTGGGAACAGTGCCTCACAAGGCATCAGTTGTTCAAGTTGGTTTCCCATGT 
CTTGGAAAACAGGATGGGGTGGCAGCATTTGAAGTGGATGTGATTGTTATGAATT 

1 5 CTGAAGGC AACACC ATTCTCC AAACACCTCAAAATGCTATCTTCTTTAAAAC ATG 
TCAACAAGCTGAGTGCCCAGGCGGGTGCCGAAATGGAGGCTTTTGTAATGAAAG 
ACGCATCTGCGAGTGTCCTGATGGGTTCCACGGACCTCACTGTGAGAAAGCCCTT 
TGTACCCCACGATGTATGAATGGTGGACTTTGTGTGACTCCTGGTTTCTGCATCTG 
CCCACCTGGATTCTATGGAGTGAACTGTGACAAAGCAAACTGCTCAACCACCTGC 

20 TTTAATGGAGGGACCTGTTTCTACCCTGGAAAATGTATTTGCCCTCCAGGACTAG 
AGGGAGAGCAGTGTGAAATCAGCAAATGCCCACAACCCTGTCGAAATGGAGGTA 
^AAJrGeATTGGTAAAAGCAAATGTAAGTGTTGCAAAGGTTAGCAGGGAGAGGTCT 
IGTTCAAAGCCTGTCTGCGAGGGTGGGTGTGOTGCACATGGAAGGTGCGATGAACC 
: CAACAAATGCCAATGTGAAGAAGGTTGGCATGGAAGACAGTGCAATAAAAGGTA 

•25 CGAAGCCAGCCTCATACATGCCCTGAGGCCAGCAGGCGCGCAGCTCAGGCAGCA 
CACGCCTTCACTTAAAAAGGCCGAGGAGCGGCGGGATCCACCTGAATCCAATTA 
CATCTGGTGAACTCCGACATCTGAAACGTTTTAAGTTACACCAAGTTCATAGCCT 
TTGTTAACCTTTCATGTGTTGAATGTTCAAATAATGTTCATTACACTTAAGAATAC 
TGGCCTGAATTTTATTAGCTTCATTATAAATCACTGAGCTGATATTTACTCTTCCT 

30 TTTAAGTTTTCTAAGTACGTCTGTAGCATGATGGTATAGATTTTCTTGTTTCAGTG 
CTTTGGGACAGATTTTATATTATGTCAATTGATCAGGTTAAAATTTTCAGTGTGTA 
GTTGGCAGATATTTTCAAAATTACAATGCATTTATGGTGTCTGGGGGCAGGGGAA 
CATCAGAAAGGTTAAATTGGGCAAAAATGCGTAAGTCACAAGAATTTGGATGGT 
GCAGTTAATGTTGAAGTTACAGCATTTCAGATTTTATTGTCAGATATTTAGATGTT 

35 TGTTACATTTTTAAAAATTGCTCTTAATTTTTAAACTCTCAATACAATATATTTTG 
ACCTTACCATTATTCCAGAGATTCAGTATTAAAAAAAAAAAAAATTACACTGTGG 
TAGTGGCATTTAAACAATATAATATATTCTAAACACAATGAAATAGGGAATATA 
ATGTATGAACTTTTTGCATTGGCTTGAAGCAATATAATATATTGTAAACAAAACA 
CAGCTCTTACCTAATAAACATTTTATACTGTTTGTATGTATAAAATAAAGGTGCT 

40 GCTTTAGTTTTCTGAGCATTGTGTGGAGGTNANCTTTGCACATGCTATCTTATGAA 
AATAAAATTGGTTGCAATTTAGTGGT 

SEQ ID NO: 656 

>21600 BLOOD 480735.6 U60477 gl575342 Human apolipoprotein AI regulatory protein- 
45 1 /chicken ovalbumin upstream promoter transcription factor II (TFCOUP2) gene, complete 
cds. 0 

CATCGAGTGCGTGGTGTGCGGAGACAAGTCGAGCGGCAAGCACTACGGCCAGTT 
CACGTGCGAGGGCTGCAAGAGCTTCTTCAAGCGCAGCGTGCGGAGGAACCTGAG 
CTACACGTGCCGCGCCAACCGGAACTGTCCCATCGACCAGCACCATCGCAACCA 
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GTGCCAGTACTGCCGCCTCAAAAAGTGCCTCAAAGTGGGCATGAGACGGGAAGG 
TATCGGCCTCTCATTTCTCCTTCCCTCGTCCTGGGTCCCGGGGTCCTGGGTACGTT 
TGGCTAGCCTGCTCTGGGTAAGGACAAGAAGCCCCAAGCTCTTCTCTTCGTATTG 
CAGCGGAAAAGGGTTTTATACTAGAAGCGAGTTCTGCATTGGAACCCAGACCCC 
5 AAATCCGCATGCTTTGGCCGACTGATTTCCTTCTTTACTCTCTCTTTGGGCTGTTTC 
CATTTCCTTTGCATTGATTGTGAGTTCACTGGAGTCTGCCTTTCTGCAAGGGATGG 
GGTGTTTGTTGTTGTCGTTTTAAAGCCTAGTTTACTTCTCTCTCTCTGCCCTTGTTT 
TTCCTGCATGTTCAACATGTCCCACCCCC 

10 SEQIDNO:657 

>21611 BLOOD INCYTE_4504614H1 

GGCAAGATCTGGAAGCTGGCCGACTGCGACTGCGACGGCATGCTTGATGAGGAG 
GAGTTCGCGCTGGCCAAGCACCTCATCAAGATCAAGCTCGACGGCTACGAGCTG 
CCCAGCAGCCTGCCCCCCCACCTCGTGCCCCCCTCGCACAGGAAGTCCCTGCCCA 
1 5 AGGCCGACTGAGGGGTGGGCTGCAGAACGGGGTGGGAATGGGGGACCTGGGCC 
TCAGGCCTGCTC 

SEQ ID NO: 658 

>21621 BLOOD 253228.8 Incyte Unique 

20 GGAGCGCTTGGTGACGATCCCACGTACGCTTGGTGACTGGTGGAGGTCCCAGAG 
AAGGACCGTGCGTGCAAAAGGCGAACCTCGGTGTGCGGTGTGTCCACGTGTGCA 
^AGCTGGGGAGGGGAGGGGGGGCAGAAGGCGTG/VGTGTGCGCGCGCCCGGATGC. 
.GGGGGGGTGGGAGTGAAGAGGAACAACOGACACGCGGGCAGGGGCAGAAACTCC 
' v GATCTGCCTGAGCAGGGGGAAAGTACGAGTGGGGTGAGCCTGGAGGGAGCCAAC 

25 * C AGAGCCTGGCCTGGGAGCC AGGATGGCCATCCAC AAAGCGTTGGTGATGTGCC 
TGGGACTGCCTCTCTTCCTGTTCCCAGGGGCCTGGGCCCAGGGCCATGTCCCACC 
CGGCTGCAGCCAAGGCCTCAACCCCCTGTACTACAACCTGTGTGACCGCTCTGGG 
GCGTGGGGCATCGTCCTGGAGGCCGTGGCTGGGGCGGGCATTGTCACCACGTTTG 
TGCTCACCATCATCCTGGTGGCCAGCCTCCCCTTTGTGCAGGACACCAAGAAACG 

30 GAGCCTGCTGGGGACCCAGGTATTCTTCCTTCTGGGGACCCTGGGCCTCTTCTGC 
CTCGTGTTTGCCTGTGTGGTGAAGCCCGACTTCTCCACCTGTGCCTCTCGGCGCTT 
CCTCTTTGGGGTTCTGTTCGCCATCTGCTTCTCTTGTCTGGCGGCTCACGTCTTTGC 
CCTCAACTTCCTGGCCCGGAAGAACCACGGGCCCCGGGGCTGGGTGATCTTCACT 
GTGGCTCTGCTGCTGACCCTGGTAGAGGTCATCATCAATACAGAGTGGCTGATCA 

35 TCACCCTGGTTCGGGGCAGTGGCGAGGGCGGCCCTCAGGGCAACAGCAGCGCAG 
GCTGGGCCGTGGCCTCCCCCTGTGCCATCGCCAACATGGACTTTGTCATGGCACT 
CATCTACGTCATGCTGCTGCTGCTGGGTGCCTTCCTGGGGGCCTGGCCCGCCCTG 
TGTGGCCGCTACAAGCGCTGGCGTAAGCATGGGGTCTTTGTGCTCCTCACCACAG 
CCACCTCCGTTGCCATATGGGTGGTGTGGATCGTCATGTATACTTACGGCAACAA 

40 GCAGCACAACAGTCCCACCTGGGATGACCCCACGCTGGCCATCGCCCTCGCCGCC 
AATGCCTGGGCCTTCGTCCTCTTCTACGTCATCCCCGAGGTCTCCCAGGTGACCA 
AGTCCAGCCCAGAGCAAAGCTACCAGGGGGACATGTACCCCACCCGGGGCGTGG 
GCTATGAGACCATCCTGAAAGAGCAGAAGGGTCAGAGCATGTTCGTGGAGAACA 
AGGCCTTTTCCATGGATGAGCCGGTTGCAGCTAAGAGGCCGGTGTCACCATACAG 

45 CGGGTACAATGGGCAGCTGCTGACCAGTGTGTACCAGCCCACTGAGATGGCCCT 
GATGCACAAAGTTCCGTCCGAAGGAGCTTACGACATCATCCTCCCACGGGCCACC 
GCCAACAGCCAGGTGATGGGCAGTGCCAACTCGACCCTGCGGGCTGAAGACATG 
TACTCGGCCCAGAGCCACCAGGCGGCCACACCGCCGAAAGACGGCAAGAACTCT 
CAGGTCTTTAGAAACCCCTACGTGTGGGACTGAGTCAGCGGTGGCGAGGAGAGG 
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CGGTCGGATTTGGGGAGGGCCCTGAGGACCTGGCCCCGGGCAAGGGACTCTCCA 
GGCTCCTCCTCCCCCTGGCAGGCCCAGCAACATGTGCCCCAGATGTGGAAGGGCC 
TCCCTCTCTGCCAGTGTTTGGGTGGGTGTCATGGGTGTCCCCACCCACTCCTCAGT 
GTTTGTGGAGTCGAGGAGCCAACCCCAGCCTCCTGCCAGGATCACCTCGGCGGTC 
5 ACACTCCAGCCAAATAGTGTTCTCGGGGTGGTGGCTGGGCAGCGCCTATGTTTCT 
CTGGAGATTCCTGCAACCTCAAGAGACTTCCCAGGCGCTCAGGCCTGGATCTTGC 
TCCTCTGTGAGGAACAAGGGTGCCTAATAAATACATTTCTGCTTTATTAAAAGAA 
AAACAAAAAAAAGGGG 

10 SEQIDNO:659 

>21628 BLOOD 255990.10 AJ01 1497 g4128014 Human mRNA for Claudin-7. 0 
GCCGGAGGGGACAGTGGTAGGTGGGGAGGTTGAGTGCAAAGGGTTCAGGCTGTA 
AGTCATGTTGGGTTGGAATGGGGGCACAGGAAGGTGGGGCTGTTGGGGAGCCAC 
GCTAAGCCGGGTGTCTGTAGCAGAGCCAGAGAACCGGGACACTGAAGAGGGTGC 

1 5 TGAAGGGGGCGACTCTCAGGGATCGAGCCAGGGCCCCCGAAGGTGGGATCGACC 
AGGGTAGGAGACAGGAAAAAAAAGGAGAGCAGCGGGTGGGGGCGAAAGCAGG 
GCCGAGGAGAGAGCACTTTGGACAGAACCCGGCGGGGAAAGGGCGGCGCCGAG 
GCTTGTCAGGGGCGCCCCGCAGCGTCCCAGGCGCACCTGTTGGGAAGAAAGGAA 
GGGGCTTCCCGGTGTTCGAGGGAAATCCAGTCCGGAGGGGCTGACTCGGAGCTT 

20 GGGACTCCTGGGGAGCCACCGCCTCCTCCCCAGCGGCGGTCAAAACCGGGCAAG 
CGAAGGGGCGTGACCCTGGTGCTCAGGTTTCTTCCTCCTCACCTGGGCAAGGAGG 
GGTGGGGGCGAGGACTT€CGGTTCAGGTGAGTGTCGCTTGGGTGACGTGAGG3?GA 
•iTCCTCGGCCGGGCGTCCGGTGCCGGCTCCCCCTGCCGCGCTCCCGGGGCGCGGGG a 
GCeGGGGCCCGGACGCCCTACATATAGTGAGGTGCGCGCGACCTGTCGGGGCGCA 

25 CCTGCTGGCTCACCTCCGAGCCACCTCTGCTGCGCACCGCAGCCTCGGACCTACA 
GCCCAGGATACTTTGGGACTTGCCGGCGCTCAGAAACGCGCCCAGACGGCCCCT 
CCACCTTTTGTTTGCCTAGGGTCGCCGAGAGCGCCCGGAGGGAACCGCCTGGCCT 
TCGGGGACCACCAATTTTGTCTGGAACCACCCTCCCGGCGTATCCTACTCCCTGT 
GCCGCGAGGCCATCGCTTCACTGGAGGGGTCGATTTGTGTGTAGTTTGGTGACAA 

30 GATTTGCATTCACCTGGCCCAAACCCTTTTTGTCTCTTTGGGTGACCGGAAAACTC 
CACCTCAAGTTTTCTTTTGTGGGGCTGCCCCCCAAGTGTCGTTTGTTTTACTGTAG 
GGTCTCCCCGCCCGGCGCCCCCAGTGTTTTCTGAGGGCGGAAATGGCCAATTCGG 
GCCTGCAGTTGCTGGGCTTCTCCATGGGCCCTGCTGGGCTGGGTGGGTCTGGTGG 
CCTGCACCGCCATCCCGCAGTGGCAGATGAGCTCCTATGCGGGTGACAACATCAT 

35 CACGGCCCAGGCCATGTACAAGGGGCTGTGGATGGACTGCGTCACGCAGAGCAC 
GGGGATGATGAGCTGCAAAATGTACGACTCGGTGCTCGCCCTGTCCGCGGCCTTG 
CAGGCCACTCGAGCCCTAATGGTGGTCTCCCTGGTGCTGGGCTTCCTGGCCATGT 
TTGTGGCCACGATGGGCATGAAGTGCACGCGCTGTGGGGGAGACGACAAAGTGA 
AGAAGGCCCGTATAGCCATGGGTGGAGGCATAATTTTCATCGTGGCAGGTCTTGC 

40 CGCCTTGGTAGCTTGCTCCTGGTATGGCCATCAGATTGTCACAGACTTTTATAACC 
CTTTGATCCCTACCAACATTAAGTATGAGTTTGGCCCTGCCATCTTTATTGGCTGG 
GCAGGGTCTGCCCTAGTCATCCTGGGAGGTGCACTGCTCTCCTGTTCCTGTCCTG 
GGAATGAGAGCAAGGCTGGGTACCGTGTACCCCGCTCTTACCCTAAGTCCAACTC 
TTCCAAGGAGTATGTGTGACCTGGGATCTCCTTGCCCCAGCCTGACAGGCTATGG 

45 GAGTGTCTAGATGCCTGAAAGGGCCTGGGGCTGAGCTCAGCCTGTGGGCAGGGT 
GCCGGACAAAGGCCTCCTGGTCACTCTGTCCCTGCACTCCATGTATAGTCCTCTT 
GGGTTGGGGGTGGGGGGGTGCCGTTGGTGGGAGAGACAAAAAGAGGGAGAGTG 
TGCTTTTTGTACAGTAATAAAAAATAAGTATTGGGAAGCAGGCTTTTTTCCCTTC 
AGGGCCTCTGCTTTCCTCCCGTCCAGATCCTTGCAGGGAGCTTGGAACCTTAGTG 
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CACCTACTTCAGTTCAGAACACTTAGCACCCCACTGACTCCACTGACAATTGACT 
AAAAGATGCAGGTGCTCGTATCTCGACATTCATTCCCACCCCCCTCTTATTTAAAT 
AGCTACCAAAGTACTTCTTTTTTAATAAAAAAATAAAGATTTTTATTAGGTAAAN 
AAAAAAAAAA 

5 

SEQ ID NO: 660 

>21631 BLOOD 370788.1 AK000072 g7019922 Human cDNA FLJ20065 fis, clone 
COL01613, highly similar to ECLC_BOVIN EPITHELIAL CHLORIDE CHANNEL 
PROTEIN. 0 

1 0 GACGCGTGGGGCCAGGAATAACTAGAGAGGAACAATGGGGTTATTCAGAGGTTT 
TGTTTTCCTCTTAGTTCTGTGCCTGCTGCACCAGTCAAATACTTCCTTCATTAAGC 
TGAATAATAATGGCTTTGAAGATATTGTCATTGTTATAGATCCTAGTGTGCCAGA 
AGATGAAAAAATAATTGAACAAATAGAGGATATGGTGACTACAGCTTCTACGTA 
CCTGTTTGAAGCCACAGAAAAAAGATTTTTTTTCAAAAATGTATCTATATTAATT 

1 5 CCTGAGAATTGGAAGGAAAATCCTC AGTACAAAAGGCCAAAAC ATGAAAACC AT 
AAACATGCTGATGTTATAGTTGCACCACCTACACTCCCAGGTAGAGATGAACCAT 
ACACCAAGCAGTTCACAGAATGTGGAGAGAAAGGCGAATACATTCACTTCACCC 
CTGACCTTCTACTTGGAAAAAAAACAAAATGAATATGGACCACCAGGCAAACTG 
TTTGTCCATGAGTGGGCTCACCTCCGGTGGGGAGTGTTTGATGAGTACAATGAAG 

20 ATCAGCCTTTCTACCGTGCTAAGTCAAAAAAAATCGAAGCAACAAGGTGTTCCGC 
AGGTATCTCTGGTAGAAATAGAGTTTATAAGTGTCAAGGAGGCAGCTGTCTTAGT 
■> ■ :.. AGAGGATGCAGAATTGATTCTACAACAAAACTGTATGGAAAAGATTGTCAATTCT-' 
'• i.U- ".. TTCCTGATAAAGTACAAACAGAAAAAGCATCCATAATGTTTATGC;4AiVGTATTGA-. 

C > : 'vTTCTGTT 

25 CAAAACATAAAGTGCAATTTTAGAAGTAGATGGGAGGTGATTAGCAATTCTGAG 
GATTTTAAAAACACCATACCCATGGTGACACCACCTCCTCCACCTGTCTTCTCATT 
GCTGAAGATCAGTCAAAGAATTGTGTGCTTAGTTCTTGATAAGTCTGGAAGCATG 
GGGGGTAAGGACCGCCTAAATCGAATGAATCAAGCAGCAAAACATTTCCTGCTG 
CAGACTGTTGAAAATGGATCCTGGGTGGGGATGGTTCACTTTGATAGTACTGCCA 

30 CTATTGTAAATAAGCTAATCCAAATAAAAAGCAGTGATGAAAGAAACACACTCA 
TGGCAGGATTACCTACATATCCTCTGGGAGGAACTTCCATCTGCTCTGGAATTAA 
ATATGCATTTCAGGTGATTGGAGAGCTACATTCCCAACTCGATGGATCCGAAGTA 
CTGCTGCTGACTGATGGGGAGGATAACACTGCAAGTTCTTGTATTGATGAAGTGA 
AACAAAGTGGGGCCATTGTTCATTTTATTGCTTTGGGAAGAGCTGCTGATGAAGC 

35 AGTAATAGAGATGAGCAAGATAACAGGAGGAAGTCATTTTTATGTTTCAGATGA 
AGCTCAGAACAATGGCCTCATTGATGCTTTTGGGGCTCTTACATCAGGAAATACT 
GATCTCTCCCAGAAGTCCCTTCAGCTCGAAAGTAAGGGATTAACACTGAATAGTA 
ATGCCTGGATGAACGACACTGTCATAATTGATAGTACAGTGGGAAAGGACACGT 
TCTTTCTCATCACATGGAACAGTCTGCCTCCCAGTATTTCTCTCTGGGATCCCAGT 

40 GGAACAATAATGGAAAATTTCACAGTGGATGCAACTTCCAAAATGGCCTATCTC 
AGTATTCCAGGAACTGCAAAGGTGGGCACTTGGGCATACAATCTTCAAGCCAAA 
GCGAACCCAGAAACATTAACTATTACAGTAACTTCTCGAGCAGCAAATTCTTCTG 
TGCCTCCAATCACAGTGAATGCTAAAATGAATAAGGACGTAAACAGTTTCCCCA 
GCCCAATGATTGTTTACGCAGAAATTCTACAAGGATATGTACCTGTTCTTGGAGC 

45 CAATGTGACTGCTTTCATTGAATCACAGAATGGACATACAGAAGTTTTGGAACTT 
TTGGATAATGGTGCAGGCGCTGATTCTTTCAAGAATGATGGAGTCTACTCCAGGT 
ATTTTACAGCATATACAGAAAATGGCAGATATAGCTTAAAAGTTCGGGCTCATGG 
AGGAGCAAACACTGCCAGGCTAAAATTACGGCCTCCACTGAATAGAGCCGCGTA 
CATACCAGGCTGGGTAGTGAACGGGGAAATTGAAGCAAACCCGCCAAGACCTGA 
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AATTGATGAGGATACTCAGACCACCTTGGAGGATTTCAGCCGAACAGCATCCGG 
AGGTGCATTTGTGGTATCACAAGTCCCAAGCCTTCCCTTGCCTGACCAATACCCA 
CCAAGTCAAATCACAGACCTTGATGCCACAGTTCATGAGGATAAGATTATTCTTA 
CATGGACAGCACCAGGAGATAATTTTGATGTTGGAAAAGTTCAACGTTATATCAT 
5 AAGAATAAGTGCAAGTATTCTTGATCTAAGAGACAGTTTTGATGATGCTCTTCAA 
GTAAATACTACTGATCTGTCACCAAAGGAGGCCAACTCCAAGGAAAGCTTTGCA 
TTTAAACCAGAAAATATCTCAGAAGAAAATGCAACCCACATATTTATTGCCATTA 
AAAGTATAGATAAAAGCAATTTGACATCAAAAGTATCCAACATTGCACAAGTAA 
CTTTGTTTATCCCTCAAGCAAATCCTGATGACATTGATCCTACACCTACTTCCTAC 

1 0 TCCTACTCCTACTCCTGATAAAAGTCATAATTCTGGAGTTAATATTTCTACGCTGG 
TATTGTCTGTGATTGGGTCTGTTGTAATTGTTAACTTTATTTTAAGTACCACCATT 
TGAACCTTAACGAAGAAAAAAATCTTCAAGTAGACCTAGAAGAGAGTTTTAAAA 
AACAAAACAATGTAAGTAAAGGATATTTCTGAATCTTAAAATTCATCCCATGTGT 
GATCATAAACTCATAAAAATAATTTTAAGATGTCGGAAAAGGATACTTTGATTAA 

1 5 ATAAAAAC ACTC ATGGATATGTAAAAACTGTCAAGATTAAAATTTAATAGTTTCA 
TTTATTTGTTATTTTATTTGTAAGAAATAGTGATGAACAAAGATCCTTTTTCATAC 
TGATACCTGGTTGTATATTATTTGATGCAACAGTTTTCTGAAATGATATTTCAAAT 
TGCATCAAGAAATTAAAATCATCTATCTGAGTAGTCAAAATACAAGTAAAGGAG 
AGCAAATAAACAACATTTGGAAAAAAATG 

20 

SEQ ID NO: 661 

5*21 656 BLOOD INGYTE- 547S31H1-::'*-* CV;.: =' v. ' • V. ; . , , 

; ' a ' ; '.,.€GAAAGTTGCTGGTTTGATAT0TGOGCACeAGTGTAT.CAGCTAAAACAGGCANTG ' 
•t "'i AGGANTTGTTCAGGGGTTAAGAAAGGGTTTGAGGTGGT1GAAAAACTGAATGGA 
25 AAAGCTTATGGCTCTGTGATGATATTAGTGACCAGCGGAGATGATAAGCTTCTTG 
GCAATTGCTTACCCACTGTGCTCAGCAGTGGTTCAACAATTCACTCCATTGCCCT 
GGGTTCATCTGCAGCCCCAAATCTGGA 

SEQ ID NO: 662 

30 >21660 BLOOD 238908.1 AL137516 g6808175 Human mRNA; cDNA DKFZp564M2178 
(from clone DKFZp564M2178); partial cds. 0 

GAACCACCGGCAGACGCACCTCCGGGCCACACCCACCAAGGCTCCTGCCCCTGTT 

GTCCTGGGGTCCCCAGTTGTTCTAGGGCCTCCTGTGGGCCAGGCCCGAGTGGCTG 

TGGAGCACTCATACCGAAAGGCAGAAGAGGGTGGGGAAGGGGCGACTGTCCCAT 

35 CTGCCGCTGCCACCACCACTGAGGTAGTGACTGAGGTGGAGCTGCTCCTCTACAA 
GTGCTCTGAGTGCTCCCAGCTCTTCCAGCTGCCGGCGGATTTCCTGGAGCACCAG 
GCCACTCACTTCCCTGCTCCTGTACCCGAGTCTCAGGAGCCTGCCTTACAGCAGG 
AGGTGCAGGCCTCGTCACCTGCAGAGGTGCCTGTGTCTCAGCCTGACCCCTTGCC 
AGCTTCTGACCACAGTTACGAGCTGCGCAATGGTGAAGCCATTGGGCGGGATCG 

40 CCGGGGGCGCAGGGCCCGGAGGAACAACAGTGGAGAAGCAGGCGGGGCAGCCA 
CACAGGAGCTCTTCTGCTCAGCCTGTGACCAGCTCTTTCTCTCACCCCACCAGCTA 
CAGCAGCACCTGCGGAGTCACCGGGAGGGCGTCTTTAAGTGCCCCCTGTGCAGTC 
GTGTCTTCCCTAGCCCTTCCAGTCTGGACCAGCACCTTGGAGACCATAGCAGCGA 
GTCACACTTCCTGTGTGTAGACTGTGGCCTGGCCTTCGGCACAGAGGCCCTCCTC 

45 CTGGCCCACCGGCGAGCCCACACCCCGAATCCTCTGCATTCATGTCCATGTGGGA 
AGACCTTTGTCAACCTTACCAAGTTCCTTTATCACCGGCGTACTCATGGGGTAGG 
GGGTGTCCCTCTGCCCACAACACCAGTCCCACCAGAGGAACCTGTCATTGGTTTC 
CCTGAGCCAGCCCCAGCAGAGACTGGAGAGCCAGAGGCCCCTGAGCCCCCTGTG 
TCTGAGGAGACCTCAGCAGGGCCCGCTGCCCCAGGCACCTACCGCTGCCTCCTGT 
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GCAGCCGTGAATTTGGAAAGGCCTTGCAGCTGACCCGGCACCAACGTTTTGTGCA 
TCGGCTGGAGCGGCGCCATAAATGCAGCATTTGTGGCAAGATGTTCAAGAAGAA 
GTCTCACGTGCGTAACCACCTGCGCACACACACAGGGGAGCGGCCCTTCCCCTGC 
CCTGACTGCTCCAAGCCCTTCAACTCACCTGCCAACCTGGCCCGCCACCGGCTCA 
5 CACACACAGGAGAGCGGCCCTACCGGTGTGGGGACTGTGGCAAGGCTTTCACGC 
AAAGCTCCACACTGAGGCAGCACCGCTTGGTGCATGCCCAGCACTTCCCCTACCG 
CTGCCAGGAATGTGGGGTGCGTTTTCACCGTCCTTACCGCCTGCTCATGCACCGC 
TACCATCACACAGGTGAATACCCCTACAAGTGTCGCGAGTGCCCCCGCTCCTTCT 
TGCTGCGTCGGCTGCTGGAGGTGCACCAGCTCGTGGTCCATGCCGGGCGCCAGCC 

1 0 CCACCGCTGCCCATCCTGTGGGGCTGCCTTCCCCTCCTC ACTGCGGCTCCGGGAG 
CACCGCTGTGCAGCCGCTGCTGCCCAGGCCCCACGGCGCTTTGAGTGTGGCACCT 
GTGGCAAGAAAGTGGGCTCAGCTGCTCGACTGCAGGCACACGAGGCGGCCCATG 
CAGCTGCTGGGCCTGGAGAGGTCCTGGCTAAGGAGCCCCCTGCCCCTCGAGCCCC 
ACGGGCCACTCGTGCACCAGTTGCCTCTCCAGCAGCCCTTGGAAGCACTGCTACA 

1 5 GCATCCCCTGCGGCCCCTGCCCGCCGCCGGGGTCTAGAGTGC AGCGAGTGCAAG 
AAGCTGTTCAGCACAGAGACGTCACTGCAGGTGCACCGGCGCATCCACACAGGT 
GAGCGGCCATACCCATGTCCAGACTGTGGCAAAGCGTTCCGTCAGAGTACCCAC 
CTGAAAGACCACCGGCGCCTGCACACAGGTGAGCGGCCCTTTGCCTGTGAAGTG 
TGTGGCAAGGCCTTTGCCATCTCCATGCGCCTGGCAGAACATCGCCGCATCCACA 

20 CAGGCGAACGACCCTACTCCTGCCCTGACTGTGGCAAGAGCTACCGCTCCTTCTC 
CAACCTCTGGAAGCACCGCAAGACCCATCAGCAGCAGCATCAGGCAGCTGTGCG 
GCAGCAGCTGGCAGAGGCGGAGGCTGCCGTTGGCCTGGCCGTCATGGAGACTGC 
TGTGGAGGCGCTACCCGTGGTGGAAGGCATTGAGATCTACCCTCTGGGGGAGGCT 
.'■ GAGGGGGTCCAGATC AGTGGCTGACTCTGCCCGACTTCCTCTTTGGCACCTCCAT 

25 TCCCTGTTGCTGAAGGCCCTCCAGCATCCCCTTAAGCATCTGTACATACTGTGTCC 
CTTCCTCTTCCCATCCCCACCACCTTGTAAGTTCTAAATTGGATTTATTCTCTCGT 
GAGGGGGGTGCTCTGGGGTCCTTGACACACATAAAGGTGCCCCCCCACCTTCCAC 
CTCTTAGCACTGGTGACCCCAAAAATGAAACCATCAATAAAGACTGAGTTGCC 

30 SEQ ID NO: 663 

>21669 BLOOD 132774.1 Incyte Unique 

GCCGGACAGAGCAGAAGAACCCTCTTGGACTGGACGATTTGGGAATTCAAAACT 

TGGGACAAACTGTCAGCCTTGCCCCTGCTGTGGAGGCAGCCTCAATGCTGAAAAT 

GGAGCCTCTGAACAGCACGCACCCCGGCACCGCCGCCTCCAGCAGCCCCCTGGA 

35 GTCCCGTGCGGCCGGTGGCGGCAGCGGCAATGGCAACGAGTACTTCTACATTCTG 
GTTGTCATGTCCTTCTACGGCATTTTCTTGATCGGAATCATGCTGGGCTACATGAA 
ATCCAAGAGGCGGGAGAAGAAGTCCAGCCTCCTGCTGCTGTACAAAGACGAGGA 
GCGGCTCTGGGGGGAGGCCATGAAGCCGCTGCCCGTGGTGTCGGGCCTGAGGTC 
GGTGCAGGTGCCCCTGATGCTGAACATGCTGCAGGAGAGCGTGGCGCCCGCGCT 

40 GTCCTGCACCCTCTGTTCCATGGAAGGGGACAGCGTGAGCTCCGAGTCCTCCTCC 
CCGGACGTGCACCTCACCATTCAGGAGGAGGGGGCAGACGAGGAGCTGGAGGA 
GACCTCGGAGACGCCCCTCAACGAGAGCAGCGAAGGGTCCTCGGAGAACATCCA 
TCAGAATTCCTAGCACCCCCGGGACCCCTGCGGGTGGCTCCCATCAGCCAGCAAC 
CTTAGAGAGAGGAAAGACAGTTTTCAAGTGTCTGGTTTCACTTTCACAGTGCGGC 

45 TGCCACTTTGAAGAGACCCTTGGTAAACCCCTGATTCGGGGTGGGGTGGGGGACT 
AGGCTCAGCCGGAACCAGCACCTCCAAGGAGTCCGGGAGGTGCCTGTGGTTTAC 
ACCCACCACTGAAAAAGCCGCGGAGATGCGCAGCGCGTACACTGACTTTGGGGC 
CTGGGTGTTGGGGTTCTGATCAGAATTTGGCGGGATGATATGCTTGCCATTTTCTC 
ACTGGATGCCCTGGGTAGCTCCTGCAGGGTCTGCCTGTTCCCAGGGCTGCCGAAT 
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GCTTAGGACACGCTGAGAGACTAGTTGTGATTTGCTATTTTGCCTAGAGCTTTGT 
CCTTCTAGATCTGATTGGCTGTAAGTATCTCTACTGTGTACCTGTGGCATTCCTTC 
ACAGTGGGTTACAAGCTTCTTTGGGATTAGAGGGGGATTTTGGATGGGAGAAAG 
CGTGGGAGATCGTGGAACCCCAGCCCCATTTGCACACTATAAGAAAAAAAGTAA 
5 CTTTTAAACCTGTTAACATTGGCCGGGGTTATAAGAGATGATCTTCTATTT 

SEQ ID NO: 664 

>21683 BLOOD 444662.14 Z58148 gl029379 Human CpG island DNA genomic Msel 
fragment, clone 30a7, forward read cpg30a7.ftld. 3e-15 

1 0 CTCAGCGTCAGGC AAGTTGGCCTCTCTGTTGTAAATTAGTGGTTAAGGTTATCT A 
TTATTGCCACTTTTCCAGCGCTAAAGGCTGTTTTGGAACCAGTGTTGCTTGTTCCG 
CGGGTGATTGGCTTTTTTTTTTTGGCAAACCAGTTATTCAAGTTTCTGGTCTTTAA 
AAAACTCTGTGGCGGTACGGTAACCGAGGAGGTTCCAGCGCGGCGGAAGTACCC 
CGCGGGTGGGTGTGTGCGCAAGGCCAGGGCCAGAGGGGCACGTGGCGCCGGGA 

1 5 GGAGAGAGAATGTCTTTTCGAGGCGGAGGTCGTGGAGGCTTTAATCGAGGTGGT 
GGAGGTGGCCGGCTTCAACCGAGGCGGCAGCAGCAACCACTTCCGAGGTGGAGG 
CGGCGGTGGAGGCGGCGGCAATTTCAGAGGCGGCGGCAGGGGAGGATTTGGAC 
GAGGGGGTGGCCGCGGAGGCTTTAACAAAGGCCAAGACCAAGGACCTCCAGAA 
CGTGTAGTCTTATTAGGAGAGTTCCTGCATCCCTGTGAAGATGACATAGTTTGTA 

20 AATGTACCACAGATGAAAATAAGGTGCCTTATTTCAATGCTCCTGTTTACTTAGA 
AAACAAAGAACAAATTGGAAAAGTGGATGAAATATTTGGACAACTCAGAGATTT 

. . TTATTTTTGAGTTAAGTTGTGAGAAAACATGAAGGCTTCATCCTTTAAAAAACTA 




25 GGAGGAAGAGGAGGAGGTGGCAGAGGTGGTGGCAGAGGCGGTGGTTTTAGAGG 
TGGAAGAGGAGGTGGAGGTGGGGGCTTCAGAGGAGGAAGAGGTGGTGGTTTCA 
GAGGGAGAGGACATTAAGTGAAACAGTTGACAGACATCACCAGTTGACTTCTGC 
ATTAACCTGCATGATCTGTTTCTACTATGGATTGGAAACTTGTTTCTTGAACAAGT 
CTTGAAGATCTTGGTCATTTTATGACAATGGATCTAAAATGTCAGCATCATGCAA 



30 AGTGCAACGGAATAGTGAATTTTGCTCTAAAAGAGCATGAACAAGTCTTTCTAAT 
GTTTTGTACAGTGCCTGGNACTCTGTGGGTGCTCAATAAATGGATAGGAGTTTTC 
ATTTGAAGGATATTTGAATTTTTAAAATAAAGTGTTTTATTCCCTTAAAAAAAA 

SEQ ID NO: 665 

35 yp61a02.sl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE: 191 882 3', 
mRNA sequence gi|908298|gb|H38799.1|H38799[908298] 

TGATGCATCCTAAAATNNTAAGCTTCAAATCTGATTTGGTATCACCGAGGAAACC 
TTGCCCCCATCACTCAGCATTGCACTTAGATACAGAATGAGTTAGATAAACTTGG 
CTTGTCTAGAGACCCATGTCATCTTAACCTAAAGGGAAATCTTATTGCGTTATCA 
40 TAAAATTGATGATATCTTAGGGTCAGAATTGCCCTTTTTTTTTATTTTGAATGGGA 
AGTTCTCACTAAAACAATCCTGAGATTTCTTAATTTCATGGGTTCTTTAAATATTA 
TAAACACAGAGTCAACATAGGAATGAAATTGTATTTGTTAAAATACACACATTG 
GGGGGNCAAGAGGCAGATGACTACTTTTC 

GGAGGTAATGCTTGCTCCCTCCNAAAAGGCNGGTTTTCCATCCGGGGG 

45 

SEQ ID NO: 666 

>21694 BLOOD 029567.1 fricyte Unique 

GCCACCACACCCAGCTGCTTAAGCACAAACTAATTTCAAAACCAGTCTTAGAAAT 
TATATCCTACGCACTTGTCAAACGGGGTCAGTTTTTCTTGAAAGTAAACCTCTGCT 
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CTTCATCACACAATCTAAATCTGCCACCCTACCTAAGGCAGGGACTTAAAATGAG 
GGGCAGGTTTTCTCAGATAAAATAAGCAAACAGACGAATTGGAATATTTCGTCTC 
AATTCCCATGTACAATTTTCAGCCTCATATGCAAATCAATATGGCAACCATCTCTT 
TTTTCTATCAGCAAGAGCCATGTGTTGGTATTAAGAGGCTAGGTTGTAGTTCCCC 
5 TCTTGACACCAGAAACACCAGGCCTACTGTTTTGTTTGATAGCCTAGCACAGATG 
TAACTCTTCTAAAGGGTAACATTTACTACTACACAGAAAGTCATTTTTAGAATGT 
TCCTAGTCCATCCAAGAAAGGCTAAAAAATGTTCTGTGTGATTCTGGACTTAAGA 
AGTCTTTTTCACTGAATTCTGGCCCTAGATGCTCACTCAACTAGTAACCATAATGC 
CCTGTTTTTCCCAAATGCTGAAATGGAACATTTACTGCATTGGCAATGTTTTCTAG 

1 0 TGGGATTGGTTAC AGAAACTGTCATTC ATTCTTACTGTGC AATATTACACAGCCA 
TAATTAATGATGTAGTTAAAAACATTTGATGGCATATAATATATATATACATTGA 
ATACATTGTAAGTAAGAAAATATACAGGTTAGAAAACTGTAGGTATAGCATATT 
GTAAAAAGAAAATATATATACACGCATAGCGAAAAATGTCAGGAAGAATATACC 
AAAATGTTAACGATTATCTTTAAGTAGTATCATCTTTTTTACTTCTTGTCTTTCTGT 

15 TTCTCCTAAAACTTCTAAAATAAAAAGGTATTATTTTTCAT 

SEQIDNO:667 

>21697 BLOOD 350207.6 X69086 g3481 1 Human mRNA for utrophin. 0 
GCGGGCAGCAGCAGCCGGCCGCGGGCTTTCTCCCGCCGAGGGGCGAGGAGGAGC 
20 CTCTGGCTCCAGAAGCCGATTGGGGAATCACGGGGAGCGGCGCCCCCCTTCTTTT 
GGGTCATTTCTGCAAACGGAAAACTCTGTAGCGTTTGGCAAAGTTGGTGCCTGCN 
GGCCGCTTCCAGGTTTGCGCTTTGACTGTTTTGTTTTTGGCGGAACTACCAGGCAG 
. ; .GAAGATTGCACAAGTAAGGGGCGTTTTCAGTCGGGTO 
'. , X NNNNTSTNNN^ 

25 TAAAATACATCGCACCACCAAAGTAACACTCGCACACACCCCCGCGGTTACTCCG 
TGTCAAACTCCTAGAGGAGCCCTTGGCCAGCTCGGGGTGCGGCGGTGGCGACCG 
GCAGGCGAGGAGGCCCGCGGGCAGCAGGTATTGATGTCAAGCTGAACCATCGTA 
GGAAGTTGAAAGCCTTAGAAAGAGGACTTGGTAAAGTTTTTGGATTATCTTGAAA 
CTCTGGCAAAATGGCCAAGTATGGAGAACATGAAGCCAGTCCTGACAATGGGCA 

30 GAACGAATTCAGTGATATCATTAAGTCCAGATCTGATGAACACAATGACGTACA 
GAAGAAAACCTTTACCAAATGGATAAATGCTCGATTTTCAAAGAGTGGGAAACC 
ACCCATCAATGATATGTTCACAGACCTCAAAGATGGAAGGAAGCTATTGGATCTT 
CTAGAAGGCCTCACAGGAACATCACTGCCAAAGGAACGTGGTTCCACAAGGGTA 
CATGCCTTAAATAACGTCAACAGAGTGCTGCAGGTTTTACATCAGAACAATGTGG 

35 AATTAGTGAATATAGGGGGAACTGACATTGTGGATGGAAATCACAAACTGACTT 
TGGGGTTACTTTGGAGCATCATTTTGCACTGGCAGGTGAAAGATGTCATGAAGGA 
TGTCATGTCGGACCTGCAGCAGACGAACAGTGAGAAGATCCTGCTCAGCTGGGT 
GCGTCAGACCACCAGGCCCTACAGCCAAGTCAACGTCCTCAACTTCACCACCAGC 
TGGACAGATGGACTCGCCTTTAATGCTGTCCTCCACCGACATAAACCTGATCTCT 

40 TCAGCTGGGATAAAGTTGTCAAAATGTCACCAATTGAGAGACTTGAACATGCCTT 
CAGCAAGGCTCAAACTTATTTGGGAATTGAAAAGCTGTTAGATCCTGAAGATGTT 
GCCGTTCAGCTTCCTGACAAGAAATCCATAATTATGTATTTAACATCTTTGTTTGA 
GGTGCTACCTCAGCAAGTCACCATAGACGCCATCCGTGAGGTAGAGACACTCCC 
AAGGAAATATAAAAAAGAATGTGAAGAAGAGGCAATTAATATACAGAGTACAG 

45 CGCCTGAGGAGGAGCATGAGAGTCCCCGAGCTGAAACTCCCAGCACTGTCACTG 
AGGTCGACATGGATCTGGACAGCTATCAGATTGCGTTGGAGGAAGTGCTGACCT 
GGTTGCTTTCTGCTGAGGACACTTTCCAGGAGCAGGATGATATTTCTGATGATGT 
TGAAGAAGTCAAAGACCAGTTTGCAACCCATGAAGCTTTTATGATGGAACTGACT 
GCACACCAGAGCAGTGTGGGCAGCGTCCTGCAGGCAGGCAACCAACTGATAACA 
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CAAGGAACTCTGTCAGACGAAGAAGAATTTGAGATTCAGGAACAGATGACCCTG 
CTGAATGCTAGATGGGAGGCTCTTAGGGTGGAGAGTATGGACAGACAGTCCCGG 
CTGCACGATGTGCTGATGGAACTGCAGAAGAAGCAACTGCAGCAGCTCTCCGCC 
TGGTTAACACTCACAGAGGAGCGCATTCAGAAGATGGAAACTTGCCCCCTGGAT 
5 GATGATGTAAAATCTCTACAAAAGCTGCTAGAAGAACATAAAAGTTTGCAAAGT 
GATCTTGAGGCTGAACAGGTGAAAGTAAATTCACTAACTCACATGGTGGTCATTG 
TTGATGAAAACAGTGGTGAGAGCGCTACAGCTATCCTAGAAGACCAGTTACAGA 
AACTTGGTGAGCGCTGGACAGCAGTATGCCGTTGGACTGAAGAACGCTGGAATA 
GGTTACAAGAAATCAATATATTGTGGCAGGAATTATTGGAAGAACAGTGCTTGTT 

1 0 GAAAGCTTGGTTAACCGAAAAAGAAGAGGCTTTAAATAAAGTCC AGAC AAGCAA 
CTTCAAAGACCAAAAGGAACTAAGTGTCAGTGTTCGACGTCTGGCTATTTTGAAG 
GAAGACATGGAAATGAAGCGTCAAACATTGGATCAGCTGAGTGAGATTGGCCAG 
GATGTGGGACAATTACTTGATAATTCCAAGGCATCTAAGAAGATCAACAGTGAC 
TCAGAGGAACTGACTCAAAGATGGGATTCTTTGGTTCAGAGACTAGAAGATTCCT 

1 5 CCAACCAGGTGACTCAGGCTGTAGCAAAGCTGGGGATGTCTCAGATTCCTCAGA 
AGGACCTTTTGGAGACTGTTCGTGTAAGAGAACAAGCAATTACAAAAAAATCTA 
AGCAGGAACTGCCTCCTCCTCCTCCCCCAAAGAAGAGACAGATCCATGTGGATAT 
TGAAGCTAAGAAAAAGTTTGATGCTATAAGTGCAGAGCTGTTGAACTGGATTTTG 
AAATGGAAAACTGCCATTCAGACCACAGAGATAAAAGAGTATATGAAGATGCAA 

20 GACACTTCCGAAATGAAAAAGAAGTTGAAGGCATTAGAAAAAGAACAGAGAGA 
AAGAATCCCCAGAGCAGATGAATTAAACCAAACTGGACAAATCCTTGTGGAGCA 

; ' AATGGGAAAAGAAGGGCTTCCTACTGAAGAAATAAAAAATGTTGTGGAGAAGGT , 
■i '^,TC ATC AGAATGGAAGAATGT ATCTC AAC ATTIFGGAAGATCTAGAAAGAAAGAT , * 

•! > ■ TCAGCTACAGGAAGATATAAATGGTTATTTCAAGCAGCTTGATGAGCTTGAAAAG 

25 GTCATCAAGACAAAGGAGGAGTGGGTAAAACACACTTCCATTTCTGAATCTTCCC 
GGCAGTCCTTGCCAAGCTTGAAGGATTCCTGTCAGCGGGAATTGACAAATCTTCT 
TGGCCTTCACCCCAAAATTGAAATGGCTCGTGCAAGCTGCTCGGCCCTGATGTCT 
CAGCCTTCTGCCCCAGATTTTGTCCAGCGGGGCTTCGATAGCTTTCTGGGCCGCT 
ACCAAGCTGTACAAGAGGCTGTAGAGGATCGTCAACAACATCTAGAGAATGAAC 

30 TGAAGGGCCAACCTGGACATGCATATCTGGAAACATTGAAAACACTGAAAGATG 
TGCTAAATGATTCAGAAAATAAGGCCCAGGTGTCTCTGAATGTCCTTAATGATCT 
TGCCAAGGTGGAGAAGGCCCTGCAAGAAAAAAAGACCCTTGATGAAATCCTTGA 
GAATCAGAAACCTGCATTACATAAACTTGCAGAAGAAACAAAGGCTCTGGAGAA 
AAATGTTCATCCTGATGTAGAAAAATTATATAAGCAAGAATTTGATGATGTGCAA 

35 GGAAAGTGGAACAAGCTAAAGGTCTTGGTTTCCAAAGATCTACATTTGCTTGAGG 
AAATTGCTCTCACACTCAGAGCTTTTGAGGCCGATTCAACAGTCATTGAGAAGTG 
GATGGATGGCGTGAAAGACTTCTTAATGAAACAGCAGGCTGCCCAAGGAGACGA 
CGCAGGTCTACAGAGGCAGTTAGACCAGTGCTCTGCATTTGTTAATGAAATAGAA 
ACAATTGAATCATCTCTGAAAAACATGAAGGAAATAGAGACTAATCTTCGAAGT 

40 GGTCCAGTTGCTGGAATAAAAACTTGGGTGCAGACAAGACTAGGTGACTACCAA 
ACTCAACTGGAGAAACTTAGCAAGGAGATCGCTACTCAAAAAAGTAGGTTGTCT 
GAAAGTCAAGAAAAAGCTGCGAACCTGAAGAAAGACTTGGCAGAGATGCAGGA 
ATGGATGACCCAGGCCGAGGAAGAATATTTGGAGCGGGATTTTGAGTACAAGTC 
ACCAGAAGAGCTTGAGAGTGCTGTGGAAGAGATGAAGAGGGCAAAAGAGGATG 

45 TGTTGCAGAAGGAGGTGAGAGTGAAGATTCTCAAGGACAACATCAAGTTATTAG 
CTGCCAAGGTGCCCTCTGGTGGCCAGGAGTTGACGTCTGAGCTGAATGTTGTGCT 
GGAGAATTACCAACTTCTTTGTAATAGAATTCGAGGAAAGTGCCACACGCTAGA 
GGAGGTCTGGTCTTGTTGGATTGAACTGCTTCACTATTTGGATCTTGAAACTACCT 
GGTTAAACACTTTGGAAGAGCGGATGAAGAGCACAGAGGTCCTGCCTGAGAAGA 
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cggatgctgtcaacgaagccctggagtctctggaatctgttctgcgccacccggc 
agataatcgcacccagattcgagagcttggccagactctgattgatggggggat 
cctggatgatataatcagtgagaaactggaggctttcaacagccgatatgaaga 
tctaagtcacctggcagagagcaagcagatttctttggaaaagcaactccaggt 
5 gctgcgggaaactgaccagatgcttcaagtcttgcaagagagcttgggggagct 
ggacaaacagctcaccacatacctgactgacaggatagatgctttccaagttcca 
caggaagctcagaaaatccaagcagagatctcagcccatgagctaaccctagag 
gagttgagaagaaatatgcgttctcagcccctgacctccccagagagtaggact 
gccagaggaggaagtcagatggatgtgctacagaggaaactccgagaggtgtcc 

1 0 acaaagttccagcttttcc agaagcc agctaacttcgagcagcgc atgctggact 
gcaagcgtgtgctggatggcgtgaaagcagaacttcacgttctggatgtgaagg 
acgtagaccctgacgtcatacagacgcacctggacaagtgtatgaaactgtata 
aaactttgagtgaagtcaaacttgaagtggaaactgtgattaaaacaggaagac 
atattgtccagaaacagcaaacggacaacccaaaagggatggatgagcagctga 

1 5 cttccctgaaggttctttacaatgacctgggcgcacaggtgacagaaggaaaac 
aggatctggaaagagcatcacagttggcccggaaaatgaagaaagaggctgctt 
ctctctctgaatggctttctgctactgaaactgaattggtacagaagtccacttc 
agaaggtctgcttggtgacttggatacagaaatttcctgggctaaaaatgttctg 
aaggatctggaaaagagaaaagctgatttaaataccatcacagagagtagtgct 

20 gccctgcaaaacttgattgagggcagtgagcctattttagaagagaggctctgc 
gtccttaacgctgggtggagccgagttcgtacctggactgaagattggtgcaata 
gcttgatgaacgatgagaaggaggtagaaatatttgatgggaacgtggctcacat 
. aags:acctgggtttatgaagctgaaggtgtattggatgaaattgaaaagaaagg 

• ' aacaagtaaagaggaagaaattgtgaagcgtt3pagtatctgagctggatgatgg 

25 caacctccaggttgaaaatgtccgcgatcaagcccttattttgatgaatgcccgt ' 
ggaagctcaagcagggagcttgtagaaccaaagttagctgagctgaataggaac 
tttgaaaaggtgtctcaacatatcaaaagtgccaaattgctaattgctcaggaac 
cattataccaatgtttggtcaccactgaaacatttgaaactggtgtgcctttctct 
gacttggaaaaattagaaaatgacatagaaaatatgttaaaatttgtggaaaaa 

30 cacttggaatccagtgatgaagatgaaaagatggatgaggagagtgcccagatt 
gaggaagttctacaaagaggagaagaaatgttacatcaacctatggaagataat 
aaaaaagaaaagatccgtttgcaattattacttttgcatactagatacaacaaaa 
ttaaggcaatccctattcaacagaggaaaatgggtcaacttgcttctggaattag 
atcatcacttcttcctacagattatctggttgaaattaacaaaattttactttgca 

35 tggatgatgttgaattatcgcttaatgttccagagctcaacactgctatttacga 
agacttctcttttcaggaagactctctgaagaatatcaaagaccaactggacaaa 
cttggagagcagattgcagtcattcatgaaaaacagccagatgtcatccttgaa 
gcctctggacctgaagccattcagatcagagatacacttactcagctgaatgcaa 
aatgggacagaattaatagaatgtacagtgatcggaaaggttgttttgacaggg 

40 caatggaagaatggagacagttccattgtgaccttaatgacctcacacagtgga 
taacagaggctgaagaattactggttgatacctgtgctccaggtggcagcctgg 
acttagagaaagccaggatacatcagcaggaacttgaggtgggcatcagcagcc 
accagcccagttttgcagcactaaaccgaactggggatgggattgtgcagaaac 
tctcccaggcagatggaagcttcttgaaagaaaaactggcaggtttaaaccaac 

45 gctgggatgcaattgttgcagaagtgaaggataggcagccaaggctaaaaggag 
aaagtaagcaggtgatgaagtacaggcatcagctagatgagattatctgttggt 
taacaaaggctgagcatgctatgcaaaagagatcaaccaccgaattgggagaaa 
acctgcaagaattaagagacttaactcaagaaatggaagtacatgctgaaaaac 
tcaaatggctgaatagaactgaattggagatgctttcagataaaagtctgagttt 



573 



WO 02/074979 



PCT/US02/08456 



ACCTGAAAGGGATAAAATTTCAGAAAGCTTAAGGACTGTAAATATGACATGGAA 
TAAGATTTGCAGAGAGGTGCCTACCACCCTGAAGGAATGCATCCAGGAGCCCAG 
TTCTGTTTCACAGACAAGGATTGCTGCTCATCCTAATGTCCAAAAGGTGGTGCTA 
GTATCATCTGCGTCAGATATTCCTGTTCAGTCTCATCGTACTTCGGAAATTTCAAT 
5 TCCTGCTGATCTTGATAAAACTATAACAGAACTAGCCGACTGGCTGGTATTAATC 
GACCAGATGCTGAAGTCCAACATTGTCACTGTTGGGGATGTAGAAGAGATCAAT 
AAGACCGTTTCCCGAATGAAAATTACAAAGGCTGACTTAGAACAGCGCCATCCT 
CAGCTGGATTATGTTTTTACATTGGCACAGAATTTGAAAAATAAAGCTTCCAGTT 
CAGATATGAGAACAGCAATTACAGAAAAATTGGAAAGGGTCAAGAACCAGTGG 

1 0 GATGGC ACCCAGCATGGCGTTGAGCTAAGAC AGC AGCAGCTTGAGGAC ATGATT 
ATTGACAGTCTTCAGTGGGATGACCATAGGGAGGAGACTGAAGAACTGATGAGA 
AAATATGAGGCTCGACTCTATATTCTTCAGCAAGCCCGACGGGATCCACTCACCA 
AACAAATTTCTGATAACCAAATACTGCTTCAAGAACTGGGTCCTGGAGATGGTAT 
CGTCATGGCGTTCGATAACGTCCTGCAGAAACTCCTGGAGGAATATGGGAGTGA 

1 5 TGAC ACAAGGAATGTGAAAGAAACC ACAGAGTACTTAAAAACATCATGGATCAA 
TCTCAAACAAAGTATTGCTGACAGACAGAACGCCTTGGAGGCTGAGTGGAGGAC 
GGTGCAGGCCTCTCGCAGAGATCTGGAAAACTTCCTGAAGTGGATCCAAGAAGC 
AGAGACCACAGTGAATGTGCTTGTGGATGCCTCTCATCGGGAGAATGCTCTTCAG 
GATAGTATCTTGGCCAGGGAACTCAAACAGCAGATGCAGGACATCCAGGCAGAA 

20 ATTGATGCCCACAATGACATATTTAAAAGCATTGACGGAAACAGGCAGAAGATG 
GTAAAAGCTTTGGGAAATTCTGAAGAGGCTACTATGCTTCAACATCGACTGGATG 

•'xi rt atatgaaggaaagatggaatgagttjAaaaggaaaatgtgctagcatcagggccc :> 

■>..:■■■.%?*- ;v ATTTGGAGGCCAGGGGTGAGAAGTGGAACAGGTTGCTGATGTGGTTAGAAGAAG k ' 
' f " TGA^GAAATGGGTGAATATGAAAGATGAAGAGCTTAAGAAACAAATGGGTATTG i 

25 GAGGAGATGTTCGAGCCTTACAGCTCCAGTATGACCATTGTAAGGCCG-TGAGACG 
GGAGTTAAAGGAGAAAGAATATTCTGTCCTGAATGCTGTCGACCAGGCCCGAGT 
TTTCTTGGCTGATCAGCCAATTGAGGCCCCTGAAGAGCCAAGAAGAAACCTACA 
ATCAAAAACAGAATTAACTCCTGAGGAGAGAGCCCAAAAGATTGCCAAAGCCAT 
GCGCAAACAGTCTTCTGAAGTCAAAGAAAAATGGGAAAGTCTAAATGCTGTAAC 

30 TAGCAATTGGCAAAAGCAAGTGGACAAGGCATTGGAGAAACTCAGAGACCTGCA 
GGGAGCTATGGATGACCTGGACGCTGACATGAAGGAGGCAGAGTCCGTGCGGAA 
TGGCTGGAAGCCCGTGGGAGACTTACTCATTGACTCGCTGCAGGATCACATTGAA 
AAAATCATGGCATTTAGAGAAGAAATGCACCAATCAACTTTAAAGTTAAAACGG 
TGAATGATTTATCCAGTCAGCTGTCTCCACTTGACCTGCATCCCTCTCTAAAGATG 

35 TCTCGCCAGCTAGATGACCTTAATATGCGATGGAAACTTTTACAGGTTTCTGTGG 
ATGATCGCCTTAAACAGCTTCAGGAAGCCCACAGAGATTTTGGACCATCCTCTCA 
GCATTTTCTCTCTACGTCAGTCCAGCTGCCGTGGCAAAGATCCATTTCACATAAT 
AAAGTGCCCTATTACATCAACCATCAAACACAGACCACCTGTTGGGACCATCCTA 
AAATGACCGAACTCTTTCAATCCCTTGCTGACCTGAATAATGTACGTTTTTCTGCC 

40 TACCGTACAGCAATCAAAATCCGAAGACTACAAAAAGCACTATGTTTGGATCTCT 
TAGAGTTGAGTACAACAAATGAAATTTTCAAACAGCACAAGTTGAACCAAAATG 
ACCAGCTCCTCAGTGTTCCAGATGTCATCAACTGTCTGACAACAACTTATGATGG 
ACTTGAGCAAATGCATAAGGACCTGGTCAACGTTCCACTCTGTGTTGATATGTGT 
CTCAATTGGTTGCTCAATGTCTATGACACGGGTCGAACTGGAAAAATTAGAGTGC 

45 AGAGTCTGAAGATTGGATTAATGTCTCTCTCCAAAGGTCTCTTGGAAGAAAAATA 
CAGATATCTCTTTAAGGAAGTTGCAGGGCCAACAGAAATGTGTGACCAGAGGCA 
GCTGGGCCTGTTACTTCATGATGCCATCCAGATCCCCCGGCAGCTAGGTGAAGTA 
GCAGCTTTTGGAGGCAGTAATATTGAGCCTAGTGTTCGCAGCTGCTTCCAACAGA 
ATAACAATAAACCAGAAATAAGTGTGAAAGAGTTTATAGATTGGATGCATTTGG 
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AACCACAGTCCATGGTTTGGCTCCCAGTTTTACATCGAGTGGCAGCAGCGGAGAC 
TGCAAAACATCAGGCCAAATGCAACATCTGTAAAGAATGTCCAATTGTCGGGTTC 
AGGTATAGAAGCCTTAAGCATTTTAACTATGATGTCTGCCAGAGTTGTTTCTTTTC 
GGGTCGAACAGCAAAAGGTCACAAATTACATTACCCAATGGTGGAATATTGTAT 
5 ACCTACAACATCTGGGGAAGATGTACGAGACTTCACAAAGGTACTTAAGAACAA 
GTTCAGGTCGAAGAAGTACTTTGCCAAACACCCTCGACTTGGTTACCTGCCTGTC 
CAGACAGTTCTTGAAGGTGACAACTTAGAGACTCCTATCACACTCATCAGTATGT 
GGCCAGAGCACTATGACCCCTCACAATCTCCTCAACTGTTTCATGATGACACCCA 
TTCAAGAATAGAACAATATGCCACACGACTGGCCCAGATGGAAAGGACTAATGG 

1 0 GTCTTTTCTCACTGATAGCAGCTCCACCACAGGAAGTGTGGAAGACGAGCACGCC 
CTCATCCAGCAGTATTGCCAAACACTCGGAGGAGAGTCCCCAGTGAGCCAGCCG 
CAGAGCCCAGCTCAGATCCTGAAGTCAGTAGAGAGGGAAGAACGTGGAGAACTG 
GAGAGGATCATTGCTGACCTGGAGGAAGAACAAAGAAATCTACAGGTGGAGTAT 
GAGCAGCTGAAGGACCAGCACCTCCGAAGGGGGCTCCCTGTCGGTTCACCGCCA 

1 5 GAGTCGATTATATCTCCCCATCACACGTCTGAGGATTCAGAACTTATAGGAGAAG 
CAAAACTCCTCAGGCAGCACAAAGGTCGGCTGGAGGCTAGGATGCAGATTTTAG 
AAGATCACAATAAACAGCTGGAGTCTCAGCTCCACCGCCTCCGACAGCTGCTGG 
AGCAGCCTGAATCTGATTCCCGAATCAATGGTGTTTCCCCATGGGCTTCTCCTCA 
GCATTCTGCACTGAGCTACTCGCTTGATCCAGATGCCTCCGGCCCACAGTTCCAC 

20 CAGGCAGCGGGAGAGGACCTGCTGGCCCCACCGCACGACACCAGCACGGATCTC 
ACGGAGGTCATGGAGCAGATTCACAGCACGTTTCCATCTTGCTGCCCAAATGTTC 
.i'.'W 4 .CGAG€AGGCCAGAGGCAAXGTGAAGTATTCATCCGGCCAACGAATGTTTCGTGAC ' 

ifc'^t ,GTGGATGGGTGGTTGGCGCAGGAXG^GAGTGCTGACTGTGTGT!EGlCAGTGAAAG£.:r 

25 i> AGTAAAACACTGACTATCCAAAGAGAAATGGATATTTTGTTTTTATAATAACCAT ' 
ATATTATTGTTTTCTTCTTCCCTTTCTATGCAAGTGTAAATTAATGAACAGAGAGG 
TATTTGGAAATGGTAATACATTTGTCACGGATTTGTATAATGTATACAGCATTGG 
GAAAGTGGGTGGGGGCTTTCTAATATGATACCGTCTTTTTAATAACTATGACAAA 
GCTTACATAAGAATTAGAAGACCACTTTACATTTTTACATTCCTTCTGCTGTTCAT 

30 ATTAACCTTGCACAATTACTTCATTTTTTCTTTGACTCTTTTACCACAATGTTTTGG 
TTATTTATAATTTATCAGCCATATGTTTATCAGCCATATAACCAACTAGATCCCAA 
ATAGATCCATGTATTTGTTTCCGTGATTTGGCCACATTAATAAATTCATAAATTTC 
AATCAAATATCATATATATACACACATATGGTTTAAGCTACAGCCCTGTGTATGC 
CGTTTAACTTTATTTGACGTTGCCCACTTACTTCTTTGCTGACCACTTGGATAACC 

35 GTAATAAAAATCCTATAAGCCTAAATGGCATTTCTTTTGGGATATTTTTCCTGCAT 
TTTATTCCCTTTTTATATAAGTAGGAATTAATTATTTATTTTATGTCTTAATCTATT 
TGATAAAGAAGACTACATTATAATAATCTCAAAGATCATATTACCAAAGGTTGCC 
CACTTGAGCATATTTTCATTTTGACACAGAAACAAAATTTAGTACAACCTTTCCT 
AGTTCCCATGTCTTGATTTTCATCATTACATGCACAGCAGACCTTTACCTATTGTG 

40 ATACCAGAACACATCATTGTCTTTGGTTCCCTTCAAAGAGAATTTTATTGTTGTTT 
TGTATTTTCAAGTCCTTAATAGTTCTTGAAACTCCTAGTTGTTTTCTTGTTGAAAG 
CAGACACACATTTAGTGCACGGCTTATTTTACCTTTCGGGTGAAAGATCAGATGT 
TTTTATACCCTTCACTTGATCAATATATTTGGAAAGAATGTTTATCAAAAGTCTAT 
GTCACTGCTTCTACAGAAGAATGAAATTAATGCTTAGGTGATGGTACCTCCACCT 

45 ACATCTTTTTGAGTGCATTCAATTATGTATTTTGGTTTAGCTTCTGATTTAACATTT 
AATTGATTCAGTTTAAACATGTTACTTAATTAGCAAATGTAGAGGAACCAAAAAA 
AGGTGAAAATAATATGTTTTGATTCAAACCTAAAGACATAAAAACATAAAGACA 
TTTTAACTTTGGGTTCTCTTTAGCTGGGATCTGGCCAGAAGGAGGCTTAAAGTTA 
GAAATTGCTATTATTTTAGAATAGGTTGGGTGGGTTGGGGGGCAAGGGTGTCTAT 
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TTGCAGCAGAGATATTTTGAAAAGAAGAAAATTGTTTTATATAAAAAGGAAAGC 
CATGACCACCTTTCTACCTCAGATCCATCTTCATCCATTGCATTGGAAACTGCTTT 
ATGCTGCTGCAGTCTGCAAAGTCTAGAGCTTTTATCAGGCCATGTCATACCCAAG 
AAAGCACCTATTTAAAGAAAAAACAATTCCCTGAGCTCTCAACTCCAAGTTGTAG 
5 ATTTGGTGTCTTCCTTGTTCTTACTTTAAAAAGTCATGTGTTAATTTTTTTTCTGCC 
TGTATTTGTATGCAAAATGTCCTCTATCTGCTATTAAAGAAAAGCTACGTAAAAC 
ACTACATTGTAACCTTCTAAGTAATAATAAATAAAAAGAAATATATTGCAGTAAC 
AATGGGAAGTAAGTATGTAGTTCTTTTGAAATATGTGGTAAAGAACTAATCACAG 
ACTATCATCTAATCTGGTTACATATTGTATTTTTCATCCTGTGATTAAAAGGCACA 
10 TGTGTAAAAGTCCAATTAGTATGCTTTTCATTTCAAATAATCCATATAGCCTCCAG 
AAAAATATGCACATGTGTAAAAGTCCACGTTCATTTCTTTCACTTCCAATATAAA 
GTATTCTGTATTTTGTATAAAGTACGTGCAAACACCTTTCTGCTAATCGGGTCCCC 
ACATTCTTTTCACTACAGGTACTTTACAAGTCTGCCCTCTGCTCAAACACTAACCG 
TGCACTGACATCCTCCTTCCTAGACAGCCATTCATCTCCCGGACTTCTTTCTCTCA 
1 5 GAC ATCCTCCTGACCTCCTGACCTCCCCTGACCTGCTTC ACC ACTGTGTTACCTCA 
CTGGTTACTTGTTACAGCAAACTGATGCAACTACTAGTCTACCTGGACAACATAT 
TAAACAGGTATCACCTAATAGGGTGGCAGCCTATCGGGGTGATTCCTGGCGAAT 
ACACAGTAACCAACCACATACTGACACACTCAACCCATTTGCTACAGATGGACCC 
ACACTAATTGATATGACAATCCTTTATTCACTCGGCACATTTGGTTTCTTTGCATT 
20 TTCTTCCATTTTACATTGCAGGTGTGGCTACCAAGAGCTGGATAACGAGTCCCTC 
AAACAAAGTTTGGAATTGCGAGATATATTGGGGTACCTTGATTCTTGAGACAGTT 

7il >: P iGAATTeT'TGTAGTTGATGTTGTTGTA^TAAAAAGlCAGTGTGAAG-TGAAGTGACG 

;T£ K% i ACTGCATJETCTTTTG^AA^^^ 

:m rf> 1 <GAT@GAGT? AG AAAAG^ 

AATTATATGGAGACAGTTTTATGTACACCAAATTTCTGCAACTTTATAATAATGA 
AAATTAGAAACAACCTAAATAGTTAACAACATGGGAATGGTTAAATAAACTGAG 
TTGCATCCATTAAATGGAATATAATATAGCCATTAAAATTATGTTTTTGTAAAATT 
TTTAATGCCATAAGAAAATGTGGCAATTTTGCAATGAAAAAGATCTACTTATAAA 

30 ACTGTTTACAGTATGACTCCAATTATGTAAAAAAAGTATACAATACACATATAGG 
CATACATGGGGGTTGCTTTTTAAAGGTGGTTACTTCTGGGTTGTGATATTATCAGT 
AATCATTTTTGCTTTTTTATACATTTCTGTATTTTTCAAGTTTTCTATGATGAGTAT 
ATTATTTTACAAAGACTACGAAAATTTTCCTCTGATATACTGGTAATTAGAATGT 
ACTTGGGTATTTTAAATATATGGGAACAATATTATAGTGCTTCATCTTCTATGACT 

35 TTTTTGGAATACATATCACTTTGGTAATAAACTTACATTCCCTGTTTTATACTTGT 
TACAACATTTTAATTAAACAGTTAATATTGTGATTAGAGCATTGTTTGCTTCATGA 
CCTAAACAAATACTGGCTTTGAAGTCTAGGTTCTATTTCCTAGAAGATTTAACAT 
TAGTATCCTTTTAATCTTTTTAAGTAAGGCATACTGCATACATACATTACATGCAT 
GCTTTCTAAACAAAAGATAATTCCAACTTACAGTTTTCCTATGTAAGGGAAAAAA 

40 TGGAATTATGGTAGTTTAAAAGCAGTCCATAGTCTCATCCATCACAAACATGCTG 
ATAGGCATAAACGTGTTTATTAAGTGAAACGTATCCTTTAAAAATAAAAAAGGG 
AAGCCTGTATATAAATGAAGTTGTGGATTCAACTAGCCAGAATTTATTCTGACTT 
GCACCAAACCACACAAAATCTTTTAAAAGTCTAGTTAGTGTAGTCTAAATGGACA 
CTCCAGAGTCTGTTCTTGAATTCCATTGCAAGAGCTCCAACTTCCTACTTTCAGAA 

45 GGGATGGGGATCAAGATGAGGGTTGTCACATAAGCTAATTTTCAATATATATCAA 
GTCTTGTGGGGTCCAGGAACAAATACTGTCATTGGTTAGTGTTTAAGTACATGAG 
TTGACTTTTCTCCTCTCTCACACCCCACCTTGCCCTGGCAATTGGGTAGGGGGAG 
GCTGTTTATCCTCCAAGAGAGGACGGCTGGTTCCTCATCTCAGTTTCCGTTCTAAA 
CCACAGAGTGGTCATTGCTGTGAACTCCAGCCAAGATGGTGTGGGAGAGGCGAG 
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GAAGCCGAGCGGTCTGAGCCTTCTGTGGGGCCGGTGGGGTTCTCACTGCGCTGGC 
AGCAGAGGATCTGCCTAAAGGTGGCGCTCATTTCTTTGTCGCGGTAGGAGTAAAT 
GATGGGGTTCATGGCAGAGTTGAATTCAGCAAGGAGAAGGAAGAATTTCTCATA 
GGCCAGCACGTCGCACTGTGGACAGCACACGTCTAGAAGTAACAAAACCAATCC 
5 AGGAGTCCAGCAGATGATAAAGGCCCCAAGCACAATGACCACAGTCTTCAGAAG 
ACTCATCATGGTATCCCGATTCCGCCGGGGTCCAGAACTATGCCGAGACATTCTC 
ATAGTCCTCTGGCGAACATAGCCAAAGATGTGAGCATAGAGAACCACCATTACC 
ACAAAGGTCACCAAGTTGAAAATGGCCCAGAAGACTAAGTAAGAGTCACTGTAG 
AGGGGTGCCATGTTGGAACAATTTTCAATATCACAGATACAGTTCCAGCCCACAC 

1 0 TGGGTATAGCACCCATAACGATGGCCATAGTCC AGATGACC AC AATGACCACC A 
CTACCCGCCGGTTGCTCATCCGTGTGTGGAGCTGCATGCGGAAAACCGTAATGTG 
CCTCTCGATTGCAATAGCCAGTAAGTTGGCCACAGATGCCGTCAGGCTGGTGTCA 
ATGAGGCCCTGACGAAGGAGCCATGTGCTAACAGTCAGTCTCCGAGTATTGGGT 
CCTGTGTTGAACATGAGATAGAAGTAGGCCAACCCAGCAAAGAAGTCTGCAGCA 

1 5 GCC AGATTAGCCATTAGGTAATAAATAGGAAAATGGAAGCGGCGGTTGACATAG 
ATTGCCACCATGACCAATAGGTTGGCCAACATGATGAAGATACAAACAGTGATT 
CCAAGTCCCATCACCAGCTTGCTGACTGTGTTCCATTCTGTGGCAAGATGCTTTCC 
ACTTCGGTTATAAAAGAAGGCAATGGACTCGTTGTAGAAGCACTGTGGTTCATTC 
ATGGCTGTGAACTGGGGCTGTGAAATTACAGGGATGGAAGTAGAGATGGCAGCC 

20 ATGACAGCTCTGTGGTTGTAGGTGGTGAACACGCCCCAGAACTACGGGAGACAA 
ATTTTCTTGTTTGCTGATCAGATCGAAGTCATGCTAGGAGAAGCTGTGTACCTGA 




-m f <> <;i&GAAATCGAT7GeTGAGTGC€CAGAGACCTGGGCAGGAGGTGTXGGGGCAGCGGGG ; ■ 
25 GACAGCTGGCAGGACTCCGGTGGACGCCCGGGGAGGGGGGATTTTCACGTTGTC 
GCTCTCCTCTTCCCACTTGAAAAGCTCTGGAAAACATCGCGGGGCCCGCAAAACC 
CCGGAAATGTGGC 



SEQ ID NO: 668 

30 >21707 BLOOD 1147849.1 J03004 gl83181 Human guanine nucleotide-binding regulatory 
protein (G) alpha-inhibitory-subunit mRNA, complete cds. 5e-78 

GCTGCACCGTGAGCGCCGAGGACAAGGCGGCGGCCGAGCGCTCTAAGATGATCG 
ACAAGAACCTGCGGGAGGACGGAGAGAAGGCGGCGCGGGAGGTGAAGTTGCTG 
CTGTTGGGTGCTGGGGAGTCAGGGAAGAGCACCATCGTNAAGCAGGTTAGGTCA 
35 TTNCCGGGGTTGTTATTTCCGGGGGGATTTCCNCAATACCCNGGGTTNTCTACAG 
CAACANCATCCAGTCCATCATGGCCATTGTCAAAGCCATGGGCAACCTGCAGATC 
GACTTTGCCGACCCCTCC 

SEQ ID NO: 669 

40 >25 1 77 BLOOD Hs.227948 gnl|UG|Hs#S553844 squamous cell carcinoma antigen=serine 
protease inhibitor [human, mRNA, 1711 nt] /cds=(61,1233) /gb=S66896 /gi=239551 
/ug=Hs.227948 /len=1711 

CTCTCTGCCCACCTCTGCTTCCTCTAGGAACACAGGAGTTCCAGATCACATCGAG 
TTCACCATGAATTCACTCAGTGAAGCCAACACCAAGTTCATGTTCGACCTGTTCC 
45 AACAGTTCAGAAAATCAAAAGAGAACAACATCTTCTATTCCCCTATCAGCATCAC 
ATCAGCATTAGGGATGGTCCTCTTAGGAGCCAAAGACAACACTGCACAACAGAT 
TAAGAAGGTTCTTCACTTTGATCAAGTCACAGAGAACACCACAGGAAAAGCTGC 
AACATATCATGTTGATAGGTCAGGAAATGTTCATCACCAGTTTCAAAAGCTTCTG 
ACTGAATTCAACAAATCCACTGATGCATATGAGCTGAAGATCGCCAACAAGCTCT 
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TCGGAGAAAAAACGTATCTATTTTTACAGGAATATTTAGATGCCATCAAGAAATT 
TTACCAGACCAGTGTGGAATCTGTTGATTTTGCAAATGCTCCAGAAGAAAGTCGA 
AAGAAGATTAACTCCTGGGTGGAAAGTCAAACGAATGAAAAAATTAAAAACCTA 
ATTCCTGAAGGTAATATTGGCAGCAATACCACATTGGTTCTTGTGAACGCAATCT 
5 ATTTCAAAGGGCAGTGGGAGAAGAAATTTAATAAAGAAGATACTAAAGAGGAA 
AAATTTTGGCCAAACAAGAATACATACAAGTCCATACAGATGATGAGGCAATAC 
ACATCTTTTCATTTTGCCTCGCTGGAGGATGTACAGGCCAAGGTCCTGGAAATAC 
CATACAAAGGCAAAGATCTAAGCATGATTGTGTTGCTGCCAAATGAAATCGATG 
GTCTCCAGAAGCTTGAAGAGAAACTCACTGCTGAGAAATTGATGGAATGGACAA 

1 0 GTTTGCAGAATATGAGAGAGACACGTGTCGATTTACACTTACCTCGGTTCAAAGT 
GGAAGAGAGCTATGACCTCAAGGACACGTTGAGAACCATGGGAATGGTGGATAT 
CTTCAATGGGGATGCAGACCTCTCAGGCATGACCGGGAGCCGCGGTCTCGTGCTA 
TCTGGAGTCCTACACAAGGCCTTTGTGGAGGTTACAGAGGAGGGAGCAGAAGCT 
GCAGCTGCCACCGCTGTAGTAGGATTCGGATCATCACCTGCTTCAACTAATGAAG 

1 5 AGTTCC ATTGTAATC ACCCTTTCCTATTCTTC ATAAGGCAAAATAAGACC AACAG 
CATCCTCTTCTATGGCAGATTCTCATCCCCGTAGATGCAATTAGTCTGTCACTCCA 
TTTGGAAAATGTTCACCTGCAGATGTTCTGGTAAACTGATTGCTGGCAACAACAG 
ATTCTCTTGGCTCATATTTCTTTTCTTTCTCATCTTGATGATGATCGTCATCATCAA 
GAATTTAATGATTAAAATAGCATGCCTTTCTCTCTTTCTCTTAATAAGCCCACATA 

20 TAAATGTACTTTTTCTTCCAGAAAAATTCTCCTTGAGGAAAAATGTCCAAAATAA 
GATGAATCACTTAATACCGTATCTTCTAAATTTGAAATATAATTCTGTTTGTGACC 
.' SUA 'J : .TGTTTTAAATGAAGC AAAGCAAATG AT ACTTTTTCTTTGAATTTAGCAACCTAGA 
.. ••VV;r.-:' vAAGAmGATVETCTTTG^ 

?iY TTGTGATTGTATAA • 

25 AAAAAAAAAAA r . V " ' 3 " 

SEQ ID NO: 670 

yc03e09.sl Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE:79624 3', mRNA 
sequence gij666284|gb|T62627. 1 |T62627[666284] 

30 TTTAGANACATTTGCTTNCCCATCCCAAATTAACTATGCAAATTAATTGTTTTGAA 
GATGCCATNCCAAATGTGGAGGTGCTCATGAGCTTGGAAACTCAGAAGCTCTAA 
GGTGAGCCTCCAGACAGGGAGAGTCTGCAACATGGTGACTGAGAGGGTAGTAGA 
AATTCACTTGCTATNTAACTCTCTCTNGAGATTTATTCTTGGAGGACAGAGCAAA 
AGTCCACTCTTCAGCAGCTCTCCGAGGGTCATTCCTTCACAACGTATATTCCGTTT 

35 CCAGTTCTTTGCGTTCCTTCCTTTTCCTTCGACTTCAAATTCATTTGGTGTTAACCA 
AGTTCCATCCTCATTCCNGAATGCACTTCACTGAGGATCCCGTGTTTCATTTTCTT 
CTTATATAAAANCCCTTTCGCCTCACCACAGGTCACGGGGGAGCTTNGGAACAGT 
GAAAATCCACAGTGTCACTTTTGGGGTTTTCCTCTTCGGGTGAATATTTTTCTGAA 
ATCTCCTTTTTGAGCTTGGACAGATATCTTGNTCCTTTGNCT 

40 

SEQ ID NO: 671 

ys88a08.sl Soares retina N2b5HR Homo sapiens cDNA clone IMAGE:221846 3* similar to 
SP:HTLF_HUMAN P32314 HUMAN T-CELL LEUKEMIA VIRUS ENHANCER 
FACTOR ;contains MER22 repetitive element ;, mRNA sequence 
45 gi|1064703|gb|H84982.1|H84982[1064703] 

GCTCCCCAGTGGTCAGCGGAGACCCCAAGGAGGATCACAACTACAGCAGTGCCA 
AGTCCTCCAACGCCCGGAGCACCTCGCCCACCAGCGACTCCATCTCCTCCTCCTC 
CTCCTCAGCCGACGACCACTATGAGTTTGCCACCAAGGGGAGCCAGGAGGGCAG 
CGAGGGCAGCGAGGGGAGCTTCCGGAGCCACGAGAGCCCCAGCGACACGGAAG 
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AGGACGACAGGAAGNACAGCCAGAAGGAGCCCAAGGATTTTTTNGGGGACAGC 
GGGTACGATTNCC 

SEQ ID NO: 672 

5 yq55b04.rl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE: 199663 5* 
similar to SP:SISD_HUMAN P13501 T-CELL SPECIFIC RANTES PROTEESf 
PRECURSOR ;, mRNA sequence gil982328|gb|R96668.1|R96668[982328] 
NCGCCCAGGAGTCCTCGGCCAGCCCTGCCTGCCCACCAGGAGGATGAAGGTCTC 
CGTGGCTGCCCTCTCCTGCCTCATGCTTGTTGCTGTCCTTGGATCCCAGGCCCAGT 

1 0 TCAC AAATGATGCAGAGAC AGAGTTAATGATGTCAAAGCTTCCACTGGAAAATC 
CAGTAGTTCTGAACAGCTTTCACTTTGCTGCTGACTGCTGCACCTCCTACATCTCA 
CAAAGCATCCCGTGTTCACTCATGAAAAGTTATTTTGAAACGAGCAGCGAGTGCT 
CCAAGCCAGGGTGTCATATTCCTCACCAAGAAGGGGCGGCAAGTCTGTGCCAAA 
CCCAGTGGGTCCGGGAGTTCAGGATTGGCATGGAAAAAGCTTNAAGCCCTAATT 

1 5 CAATATTANTAATTAAAGGAGGACANAAGAGGGCCAGCNCACCCACCTCCAACA 
CTTCNTGAGGCTTTGGAAGG 

SEQ ID NO: 673 

zt20b07.sl Soares ovary tumor NbHOT Homo sapiens cDNA clone IMAGE:713653 3' 
20 similar to TR:G577291 G577291 MRNA ;contains element MER28 repetitive element ;, 
mRNA sequence 

, •. gi| 1 928S 1 2|gb|AA284495 . 1 |AA284495[ 1 928812] • . . ... i 5',.. .)S »* -<.y ; t '-KCW <' : i -3 

: CCGCCTGCTTT.GCCGGGGTACACCTGGCCCAeAAGAGACCTTeAGCACGTGIlCGA . ^ 
• i ^ VOTTGTCAAAGATAGACC.CGGGGATAGCGTGAAAGCATATTGAAAATG^ 
25 AAGGGAAGACTCTCATGATGTTTGTCACTGTATCAGGAAGCCCTACTGAGAAGG 
AGACAGAGGAAATTACGAGCCTCTGGGAGGGCAGCCTTTTCAATGCCAACTATG 
ACGTCCAGAGGTTCATTGTGGGATCAGACCGTGCTATCTTCATGCTTCGCGATGG 
GAGCTACGCCTGGGAGATCAAGGACTTTTTGGTCGGTCAAGACAGGTGTGCTGAT 
GTAACTCTGGAGGGCCAGGTGTACCCCGGCCAA GGAGGAGGAA 

30 

SEQ ID NO: 674 
>L01639 

CGCATCTGGAGAACCAGCGGTTACCATGGAGGGGATCAGTATATACACTTCAGA 
TAACTACACCGAGGAAATGGGCTCAGGGGACTATGACTCCATGAAGGAACCCTG 

35 TTTCCGTGAAGAAAATGCTAATTTCAATAAAATCTTCCTGCCCACCATCTACTCC 
ATCATCTTCTTAACTGGCATTGTGGGCAATGGATTGGTCATCCTGGTCATGGGTT 
ACCAGAAGAAACTGAGAAGCATGACGGACAAGTACAGGCTGCACCTGTCAGTGG 
CCGACCTCCTCTTTGTCACACGCTTCCCTTCTGGGCAGTTGATGCCGTGGCAAACT 
GGTACTTTGGGAACTTCCTATGCAAGGCAGTCCATGTCATCTACACAGTCAACCT 

40 CTACAGCAGTGTCCTCATCCTGGCCTTCATCAGTCTGGACCGCTACCTGGCCATC 
GTCCACGCCACCAACAGTCAGAGGCCAAGGAAGCTGTTGGCTGAAAAGGTGGTC 
TATGTTGGCGTCTGGATCCCTGCCCTCCTGCTGACTATTCCCGACTTCATCTTTGC 
CAACGTCAGTGAGGCAGATGACAGATATATCTGTGACCGCTTCTACCCCAATGAC 
TTGTGGGTGGTTGTGTTCCAGTTTCAGCACATCATGGTTGGCCTTATCCTGCCTGG 

45 TATTGTCATCCTGTCCTGCTATTGCATTATCATCTCCAAGCTGTCACACTCCAAGG 
GCCACCAGAAGCGCAAGGCCCTCAAGACCACAGTCATCCTCATCCTGGCTTTCTT 
CGCCTGTTGGCTGCCTTACTACATTGGGATCAGCATCGACTCCTTCATCCTCCTGG 
AAATCATCAAGCAAGGGTGTGAGTTTGAGAACACTGTGCACAAGTGGATTTCCA 
TCACCGAGGCCCTAGCTTTCTTCCACTGTTGTCTGAACCCCATCCTCTATGCTTTC 
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CTTGGAGCCAAATTTAAAACCTCTGCCCAGCACGCACTCACCTCTGTGAGCAGAG 
GGTCCAGCCTCAAGATCCTCTCCAAAGGAAAGCGAGGTGGACATTCATCTGTTTC 
CACTGAGTCTGAGTCTTCAAGTTTTCACTCCAGCTAACACAGATGTAAAAGACTT 
TTTTTTTATACGATAAATAACTTTTTTTTAAGTTACACATTTTTCAGATATAAAAG 
5 ACTGACCAATATTGTACAGTTTTTATTGCTTGTTGGATTTTTGTCTTGTGTTTCTTT 
AGTTTTTGTG 

SEQ ID NO: 675 

> Human tumor necrosis factor receptor 2 (TNFR2) gene, exon 10 and complete cds 

10 gi|1469539|gb|U52165.1|HSTNFR2S10[1469539] 

TCTTGGTCTCGGCTCCTGGCCCAGTGCTCTTTCCCATGTGTCTGAATCTGCATCTT 
GGGCAGGGGTCCCTGGGCCCCACTCCTGGACCCCCGGACTGACCCCCACCCCATC 
TTGTGCTTAGCAGATTCTTCCCCTGGTGGCCATGGGACCCAGGTCAATGTCACCT 
GCATCGTGAACGTCTGTAGCAGCTCTGACCACAGCTCACAGTGCTCCTCCCAAGC 

15 CAGCTCCACAATGGGAGACACAGATTCCAGCCCCTCGGAGTCCCCGAAGGACGA 
GCAGGTCCCCTTCTCCAAGGAGGAATGTGCCTTTCGGTCACAGCTGGAGACGCCA 
GAGACCCTGCTGGGGAGCACCGAAGAGAAGCCCCTGCCCCTTGGAGTGCCTGAT 
GCTGGGATGAAGCCCAGTTAACCAGGCCGGTGTGGGCTGTGTCGTAGCCAAGGT 
GGGCTGAGCCCTGGCAGGATGACCCTGCGAAGGGGCCCTGGTCCTTCCAGGCCC 

20 CCACCACTAGGACTCTGAGGCTCTTTCTGGGCCAAGTTCCTCTAGTGCCCTCCAC 
AGCCGCAGCCTCCCTCTGACCTGCAGGCCAAGAGCAGAGGCAGCGAGTTGGGGA 
: viAAGeGTGTGCTGGCATGGTGTGTCCCTGTCGGAAGGGTGGCTGGGGATGGACGTT 
■'• <U T : 3GGGGGGATGGTGGGGGAAGTGCGTGACIGTCTGTGAGGTGGCGGGGCGAX3CTGCA 
. A 7 . . GCTGCCAGCCTGGCTTCTGGAGCCCTTGGGTTTTTTGTTTGTTTGTTTGTTTGTTTG 

25 TTTGTTTCTCCCCCTGGGCTCTGCGCAGCTCTGGCTTCCAGAAAACCCCAGCATCC 
TTTTCTGCAGAGGGGCTTTCTGGAGAGGAGGGATGCTGCCTGAGTCACCCATGAA 
GACAGGACAGTGCTTCAGCCTGAGGCTGAGACTGCGGGATGGTCCTGGGGCTCT 
GTGTAGGGAGGAGGTGGCAGCCCTGTAGGGAACGGGGTCCTTCAAGTTAGCTCA 
GGAGGCTTGGAAAGCATCACCTCAGGCCAGGTGCAGTGGCTCACGCCTATGATC 

30 CCAGCACTTTGGGAGGCTGAGGCGGGTGGATCACCTGAGGTTAGGAGTTCGAGA 
CCAGCCTGGCCAACATGGTAAAACCCCATCTCTACTAAAAATACAGAAATTAGC 
CGGGCGTGGTGGCGGGCACCTATAGTCCCAGCTACTCAGAAGCCTGAGGCTGGG 
AAATCGTTTGAACCCGGGAAGCGGAGGTTGCAGGGAGCCGAGATCACGCCACTG 
CACTCCAGCCTGGGCGACAGAGCGAGAGTCTGTCTCAAAAGAAAAAAAAAAAA 

35 GCACCGCCTCCAAATGCTAACTTGTCCTTTTGTACCATGGTGTGAAAGTCAGATG 
CCCAGAGGGCCCAGGCAGGCCACCATATTCAGTGCTGTGGCCTGGGCAAGATAA 
CGCACTTCTAACTAGAAATCTGCCAATTTTTTAAAAAAGTAAGTACCACTCAGGC 
CAACAAGCCAACGACAAAGCCAAACTCTGCCAGCCACATCCAACCCCCCACCTG 
CCATTTGCACCCTCCGCCTTCACTCCGGTGTGCCTGCAGCCCCGCGCCTCCTTCCT 

40 TGCTGTCCTAGGCCACACCATCTCCTTTCAGGGAATTTCAGGAACTAGAGATGAC 
TGAGTCCTCGTAGCCATCTCTCTACTCCTACCTCAGCCTAGACCCTCCTCCTCCCC 
CAGAGGGGTGGGTTCCTCTTCCCCACTCCCCACCTTCAATTCCTGGGCCCCAAAC 
GGGCTGCCCTGCCACTTTGGTACATGGCCAGTGTGATCCCAAGTGCCAGTCTTGT 
GTCTGCGTCTGTGTTGCGTGTCGTGGGTGTGTGTAGCCAAGGTCGGTAAGTTGAA 

45 TGGCCTGCCTTGAAGCCACTGAAGCTGGGATTCCTCCCCATTAGAGTCAGCCTTC 
CCCCTCCCAGGGCCAGGGCCCTGCAGAGGGGAAACCAGTGTAGCCTTGCCCGGA 
TTCTGGGAGGAAGCAGGTTGAGGGGCTCCTGGAAAGGCTCAGTCTCAGGAGCAT 
GGGGATAAAGGAGAAGGCATGAAATTGTCTAGCAGAGCAGGGGCAGGGTGATA 
AATTGTTGATAAATTCCACTGGACTTGAGCTTGGCAGCTGAACTATTGGAGGGTG 
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GGAGAGCCCAGCCATTACCATGGAGACAAGAAGGGTTTTCCACCCTGGAATCAA 
GATGTCAGACTGGCTGGCTGCAGTGACGTGCACCTGTACTCAGGAGGCTGAGGG 
GAGGATCACTGGAGCCCAGGAGTTTGAGGCTGCAGCGAGCTATGATCGCGCCAC 
TACACTCCAGCCTGAGCAACAGAGTGAGACCCTGTCTCTTAAAGAAAAAAAAAG 
5 TCAGACTGCTGGGACTGGCCAGGTTTCTGCCCACATTGGACCCACATGAGGACAT 
GATGGAGCGCACCTGCCCCCTGGTGGACAGTCCTGGGAGAACCTCAGGCTTCCTT 
GGCATCACAGGGCAGAGCCGGGAAGCGATGAATTTGGAGACTCTGTGGGGCCTT 
GGTTCCCTTGTGTGTGTGTGTTGATCCCAAGACAATGAAAGTTTGCACTGTATGC 
TGGACGGCATTCCTGCTTATCAATAAACCTGTTTGTTTTAAAAAAAA 

10 

SEQ ID NO: SEQ ID NO: 676 
>R88734 

ANNTNANATTCCATTGAAGGTATTATTTATTTGCAGCTCATCTTAAGTGACAAAA 
TTCCATACAGAAGACTATAACAGAAATCATATTTAATATATTAAAATTAATACTT 
1 5 C AAATATCTTTCAC ATTANGATGATTATCTATTGTGTAAATCTTTCCTAGGTATGT 
GTGTCTGTTTCTTGATGTGTAAACCAAAACTCTGAAATATTCTCTTGATCTAACTT 
TGACTTTTAAAAACTGACATTGTATTGAATTTACATAATTCTCAATCAGAAAAAA 
AATTACTGTCAGACTGCAATGCA AGTCTGCCCCAATGAAGGCCG 



20 SEQ ID NO: 677 
>AA418689 




25 TCTTTCGGGCGTTGAGTTCCTTCATGGCAATGAGCAGAGGATCTGTCTCCGCCTGe 
AGCTCCACCATCACAGGGGCACACATCGCAATCTGGAGCGCTCGGGTGCCCAGC 
ACGCGGGCTCGCTCGTACTTGGTCATGTATGGTGTGGTGATTCGCTTCTGGTTGG 
CCTGCGGTCGCTCCCCAGAGGAGGNAGTCTCGACATTCTCCTGGCCTTCCTCTTC 
GGCATTCTCCAAGTCATCTAGCCCTTCATCCTCCTC 

30 CACATCATCAGAGTCGTCGCCATCAAA 

SEQ ID NO: 678 
>AA455281 

TTTTTGGAGGAGTGGCATGGAGTTCTTTAATTTGGAAGGCAAAAGGTTACATTTA 
35 ATGAAAGGCAGAGGCTGGATTAATAAATGTTTGTTAGAAAGTTGTTCTGACACAC 
AGTGAACTCTGGGCTTTTCTCCTGCATAAAAAGCAGAGCTAGCAGTAAGTGCAA 
ATCTGAAGAAAATCCATGTGTCCAATAAGCTGCCATCTCCAGAACTCTTATCCAG 
GAAATTCAAAGAGTGAACATTCTTTTAGTCTCCTACTCCTCAATTAAGTAAATGA 
GAATGAGTCAGCCAACAAAGTTCATGACAACAAGGTGCAGGATGGTGCTGGCAA 
40 AGAGAAAATCAGCAAAGGCTCGCTCTGGGGAGATGCCTTGGAAATCCGCTTTGT 
TCTGTGGGTTGATCTGTATTCTCAGGCAAACCGCTAGGATGAAACTCCCCACACA 
AGAGATGAAGCCCGAGAGAAAAGAGTTGAAGGGGAAGGTCCC 

SEQ ID NO: 679 
45 >H94469 

GCAAAACAACATTTATTCTTTTAAAAAATCTATATACATTGCCATACAAAGATAC 
CACATTGAAGCAGTTCTCAGGAACCTTCCAGTGAGCCTTCTCTTATAATTGCCCG 
AGCAAGATTTCGTGCCAGAGAAAGTCTCAGCATTTCCACCTTGGTGTNCTCTATG 
TCATCATCCTGGAGCTGCTCGGTATCAGATTCTCCATGCACAGGTCTTCTTGACGT 
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CAAGTCCTCCAGACACCGCATCAACTCATAAGTCTGTTCTGCTGAGAAAATCACC 
TGTTTCTGTTCCAAAAGGGGCAAGGCATCTGTCAGCAGAGTTCATCCCAGAAAGA 
CCGAAGGGGCAATCCGAGACGTCATCAAG GACAGAAGGA 

5 SEQ ID NO: 680 

aa79c05.sl NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:827144 3' similar to 
SW:RLX1_HUMAN P49406 PUTATIVE 60S RIBOSOMAL PROTEIN;, mRNA sequence 
gi|2261786|gb|AA521243.1|AA521243[2261786] 

TTTTTTTTTGGTGTACAAGTTTTATTTTAGAAAAAAAGTATTAATAAt\ACAATGA 
1 0 ATGCTTAGTTCACTTAATTACTATGTTCTTATAAATGAAATTAAATTGGTCTC AAA 
ATATATCCTCTTAGAGCCAATGTATCTTCTGCAACTAACCAAATTCATTCTCAGA 
ATCAAGACCTTTTCGACGCTTCAATTTCCTTCCATATTGCAGCTTCAATTTTTGAA 
GTATCATATTCCCTCATCATATCAAATTCAAGCCATGGACTGATTCCACTTCTGAG 
CTTCTTTCATTTGCTGTTCAGTTAAACAAAGATCAAATCTGATTCCTTTAATATTA 
1 5 AAATTTGGACGTTCCCAGCGTTTAGACCAGGGCTTAGGCTTCATTTTTACTTTCAG 
CTCATTAACAGGAACTTTTTGGTTAGGCTCTTGTACTACTGGCTTCATATTCACAT 
CAAAAGTGCTATATTCAGGAAGGGCATCTCGTAAGTATAGCAAGCTATCATCCA 
GCCGTTTCTCTAATTTGACCACCTGAATCTCCTGGACCCGAGGATTATAAAGTTC 
AAAGCAAATCTCGACACCTTGTCCTTCGATAACATTCCTAAGGAT GAAAGTAGC 

20 

SEQ ID NO: 681 

Human.Thy-1 glycoprotein igene, complete cds ' . ■ . • i l u ! ; 

. .: V^f p|3396.82|gb|K41 17495li|HC!MTHYl^[335682].:' ■^VT;. C:k : V%y 

S ::GGAT.GGAGGACTGAGATCGCAGAAGGATGAACCTGGCCATCAGGATCGGTCTCGT 

25 GCTAAGAGGTACCCGGCATGGGGCAGGACTGGGGCTCCAGGCGGCCTGGCTTGC • 
TTCCCTCCAGAGAAGCAGCTTCTCCCTCACAGTCTCAGAAAAGCGCAGGTGACAA 
AGAGAGGGCTCTTTTTCATCCTGAAGTCAGCCGATCCACCGCGCTGATATTCTGA 
CGGCCTGAGGTGGTTTTTGGAAACACAGTTTGCTGAGCCCTCCTTCACACTATTG 
AACTAGAATCCCCAACTGAGAACCCAGGAACCAGCATCAACTCCCTAAGATCTC 

30 CTGTCCTTGAAACACATTGATAGGATCCAAGGCTCAAGCAGAGTGGGGAGGGAG 
GCTGGGGTCTGC AAAGGAGAAGTGGGATCCCTGGGGTG42 1 GGGAAAGGCACTC 
AGAGAGCAGACCCCGGTCCCCTCCCTAGCCAGGCCCATCTCTCCACTTCAGGTGG 
GTGGGAGGCCCCTGTGCCGCAGGCCCCTCCAGTTTGAAGGAGGCACTGCTGGTG 
CCAGTCTTGCAGGTCTCCCGAGGGCAGAAGGTGACCAGCCTAACGGCCTGCCTA 

35 GTGGACCAGAGCCTTCGTCTGGACTGCCGCCATGAGAATACCAGCAGTTCACCCA 
TCCAGTACGAGTTCAGCCTGACCCGTGAGACAAAGAAGCACGTGCTCTTTGGCAC 
TGTGGGGGTGCCTGAGCACACATACCGCTCCCGAACCAACTTCACCAGCAAATA 
CCACATGAAGGTCCTCTACTTATCCGCCTTCACTAGCAAGGACGAGGGCACCTAC 
ACGTGTGCACTCCACCACTCTGGCCATTCCCCACCCATCTCCTCCCAGAACGTCA 

40 CAGTGCTCAGAGGTGAGACAAGCCCCTAACAAGGTCAAGTGAGCTGGGAGAGCC 
AGGCTCGGGGACAGCAGGCAGTTCCCTTGGCTGGACTAGAGAGGAGAATAGCCC 
CATAACGCTCTCACCCTCTCCCAACTGCTGCCTGGTCAACTGGGGAACCATTGCC 
TTCGGTGTGAATGGGGTGAAGAGCTCAGGGCCAGACAGGCAGAGCAGTGTGGTT 
CCACCAGAACTGTGGGCAAGGCCTTTGGCCCCTAATCTTCCTTCTCCCAGCGGGA 

45 AACAGGGATGACACCACCTCCCTCAGCCAGTTTTCTTGTCATGATGTTTAGTAAG 
GTTTTCATAAGATGATATGTGTGCAAGAGATCAGTAATCTGCAAATGGGAAAGA 
TGGCTGGTTCTGTGAGACCAGGCTGTTCCTGGTCCCAGCTAAGACATTGCAGTAC 
CCACCTCCCAAAGGGAGTACACCCTTGCTTTGGGCCTGTGCCTGCCTGAGTCCTG 
ATCCGTCTTCCTTCCTACCCTGCCCCCGGCCCCCTTCTCTTTCTGCAGACAAACTG 
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GTCAAGTGTGAGGGCATCAGCCTGCTGGCTCAGAACACCTCGTGGCTGCTGCTGC 
TCCTGCTGTCCCTCTCCCTCCTCCAGGCCACGGATTTCATGTCCCTGTGACTGGTG 
GGGCCCATGGAGGAGACAGGAAGCCTCAAGTTCCAGTGCAGAGATCCTACTTCT 
CTGAGTCAGCTGACCCCCTCCCCCCAATCCCTCAAACCTTGAGGAGAAGTGGGGA 
5 CCCCACCCCTCATCAGGAGTTCCAGTGCTGCATGCGATTATCTACCCACGTCCAC 
GCGGCCACCTCACCCTCTCCGCACACCTCTGGCTGTCTTTTTGTACTTTTTGTTCC 
AGAGCTGCTTCTGTCTGGTTTATTTAGGTTTTATCCTTCCTTTTCTTTGAGAGTTCG 
TGAAGAGGGAAGCCAGGATTGGGGACCTGATGGAGAGTGAGAGCATGTGAGGG 
GTAGTGGGATGGTGGGGTACCAGCCACTGGAGGGGTCATCCTTGCCCATCGGGA 

1 0 CCAGAAACCTGGGAGAGACTTGGATGAGGAGTGGTTGGGCTGTGCTGGGCCTAG 
CACGGACATGGTCTGTCCTGACAGCACTCCTCGGCAGGCATGGCTGGTGCCTGAA 
GACCCCAGATGTGAGGGCACCACCAAGAATTTGTGGCCTACCTTGTGAGGGAGA 
GAACTGAGGATCTCCAGCATTCTCAGCCACAACCAAAAAAAAATAAAAAGGGCA 
GCCCTCCTTACCACTGTGGAAGTCCCTCAGAGGCCTTGGGGCATGACCCAGTGAA 

1 5 GATGC AGGTTTGACCAGGAAAGC AGCGCTAGTGGAGGGTTGGAGAAGGAGGTA 
AAGGATGAGGGTTCATCATCCCTCCCTGCCTAAGGAAGCTAAAAGCATGGCCCT 
GCTGCCCCTCCCTGCCTCCACCCACAGTGGAGAGGGCTACAAAGGAGGACAAGA 
CCCTCTCAGGCTGTCCCAAGCTCCCAAGAGCTTCCAGAGCTCTGACCCACAGCCT 
CCAAGTCAGGTGGGGTGGAGTCCCAGAGCTGCACAGGGTTTGGCCCAAGTTTCT 

20 AAGGGAGGCACTTCCTCCCCTCGCCCATCAGTGCCAGCCCCTGCTGGCTGGTGCC 
TGAGCCCCTCAGACAGCCCCCTGCCCCGCAGGCCTGCCTTCTCAGGGACTTCTGC 
' '. v GGGGGCTGAGGCAAGCCATGGAGTGAGACCCAGGAGCCGGAGACTTGTCAGGAA 
:■ -ATGGCTTTTGCGAACGGCCAGGGCCGAGCCGGTGGTTGTTCCTGTLrCTGTGACTGTT, 
C.GTATAGTGCGACCAGAGCTTATGGCATCTGATTGAGGACAAAGAAAAGTGCAGA 

25 ATAAAACCAAGCCTCTGGAATCTGTCCTCGTGTCCAGGTGGCCTTCGCTCCTCCA 
GCAGTGCCTGCCTGCCCCCGCTT 

SEQ ID NO: 682 

yw08hl l.sl Soares melanocyte 2NbHM Homo sapiens cDNA clone IMAGE:251685 3*, 

30 mRNA sequence gi|1110224|gb|H96738.1|H96738[1110224] 

TAAAAANAAATCTTTTTTTATTTCAAAGATTGCTTCTTATATTGAAGCTCATATTA 
AAGCAACAGTACAATGTTCATAAAATATAAGTGTGATGCCGTAACATTTTCTTAC 
ATGTCAGAATACTGATATTTATATGTATACTAAAATAAGAACTTTAAAATTGTAC 
AAATAGATACATTAAAAATGACATAGAAATAGGGCGTCTCTCACTGAAACAAGA 

35 CAGTTATATCTGGCACGTATTAGTTTAAGATGAAAGTAGAAGCAAAAAGATTTAC 
AAGAATCAGCAGTAACAAGATTGATGCTCAAGAGACATAATTGTACATTGTATT 
GTACATACATTGTATGGGTTTAAGCTGGCTGGAATATTATATATTTCCAAGTTTTA 
AAAATGGCNCTACCANATAGAGTGGTCCNGAGTTTAAGGCGAAATTACAGCTCA 
GAACTGTTGTCCCTTCNAATTTTGGTGG 

40 

SEQ ID NO: 683 

Human integral membrane serine protease Seprase mRNA, complete cds 
gi|1924981|gb|U76833.1|HSU76833[1924981] 

CCACGCTCTGAAGACAGAATTAGCTAACTTTCAAAAACATCTGGAAAAATGAAG 
45 ACTTGGGTAAAAATCGTATTTGGAGTTGCCACCTCTGCTGTGCTTGCCTTATTGGT 
GATGTGCATTGTCTTACGCCCTTCAAGAGTTCATAACTCTGAAGAAAATACAATG 
AGAGCACTCACACTGAAGGATATTTTAAATGGAACATTTTCTTATAAAACATTTT 
TTCCAAACTGGATTTCAGGACAAGAATATCTTCATCAATCTGCAGATAACAATAT 
AGTACTTTATAATATTGAAACAGGGCAATCATATACCATTTTGAGTAATAGAACC 
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ATGAAAAGTGTGAATGCTTCAAATTACGGCTTATCACCTGATCGGCAATTTGTAT 
ATCTAGAAAGTGATTATTCAAAGCTTTGGAGATACTCTTACACAGCAACATATTA 
CATCTATGACCTTAGCAATGGAGAATTTGTAAGAGGAAATGAGCTTCCTCGTCCA 
ATTCAGTATTTATGCTGGTCGCCTGTTGGGAGTAAATTAGCATATGTCTATCAAA 
5 ACAATATCTATTTGAAACAAAGACCAGGAGATCCACCTTTTCAAATAACATTTAA 
TGGAAGAGAAAATAAAATATTTAATGGAATCCCAGACTGGGTTTATGAAGAGGA 
AATGCTTGCTACAAAATATGCTCTCTGGTGGTCTCCTAATGGAAAATTTTTGGCA 
TATGCGGAATTTAATGATACGGATATACCAGTTATTGCCTATTCCTATTATGGCG 
ATGAACAATATCCTAGAACAATAAATATTCCATACCCAAAGGCTGGAGCTAAGA 

1 0 ATCCCGTTGTTCGGATATTTATTATCGATACCACTTACCCTGCGTATGTAGGTCCC 
CAGGAAGTGCCTGTTCCAGCAATGATAGCCTCAAGTGATTATTATTTCAGTTGGC 
TCACGTGGGTTACTGATGAACGAGTATGTTTGCAGTGGCTAAAAAGAGTCCAGA 
ATGTTTCGGTCCTGTCTATATGTGACTTCAGGGAAGACTGGCAGACATGGGATTG 
TCCAAAGACCCAGGAGCATATAGAAGAAAGCAGAACTGGATGGGCTGGTGGATT 

1 5 CTTTGTTTCAACACC AGTTTTC AGCTATGATGCC ATTTCGTACTACAAAATATTTA 
GTGACAAGGATGGCTACAAACATATTCACTATATCAAAGACACTGTGGAAAATG 
CTATTCAAATTACAAGTGGCAAGTGGGAGGCCATAAATATATTCAGAGTAACAC 
AGGATTCACTGTTTTATTCTAGCAATGAATTTGAAGAATACCCTGGAAGAAGAAA 
CATCTACAGAATTAGCATTGGAAGCTATCCTCCAAGCAAGAAGTGTGTTACTTGC 

20 CATCTAAGGAAAGAAAGGTGCCAATATTACACAGCAAGTTTCAGCGACTACGCC 
AAGTACTATGCACTTGTCTGCTACGGCCCAGGCATCCCCATTTCCACCCTTCATG 
■ ATGGACGCACTGATGAAGAAATTAAAATCCTGGAAGAAAAGAAGGAATTGGAAA 
. - : '• 'ATGeTTTGAAAAATATCC AGGTGCGT AAAGAGGAi^ATT'AAGAAAGTTGAAGTAG 

• > ; f ATGAAATTACTTTATGGTAGAAGATGATTCTTCCTGCTGAAaOTTGACAGATCAAA: 

25: ; GAAGTATCCCTTGCTAATTCAAGTGTATGGTGGTCGCTGCAGTCAGAGTGTAAGG 
TCTGTATTTGCTGTTAATTGGATATCTTATCTTGCAAGTAAGGAAGGGATGGTCA 
TTGCCTTGGTGGATGGTCGAGGAACAGCTTTCCAAGGTGACAAACTCCTCTATGC 
AGTGTATCGAAAGCTGGGTGTTTATGAAGTTGAAGACCAGATTACAGCTGTCAG 
AAAATTCATAGAAATGGGTTTCATTGATGAAAAAAGAATAGCCATATGGGGCTG 

30 GTCCTATGGAGGATACGTTTCATCACTGGCCCTTGCATCTGGAACTGGTCTTTTCA 
AATGTGGTATAGCAGTGGCTCCAGTCTCCAGCTGGGAATATTACGCGTCTGTCTA 
CACAGAGAGATTCATGGGTCTCCCAACAAAGGATGATAATCTTGAGCACTATAA 
GAATTCAACTGTGATGGCAAGAGCAGAATATTTCAGAAATGTAGACTATCTTCTC 
ATCCACGGAACAGCAGATGATAATGTGCACTTTCAGAACTCAGCACAGATTGCT 

35 AAAGCTCTGGTTAATGCACAAGTGGATTTCCAGGCAATGTGGTACTCTGACCAGA 
ACCACGGCTTATCCGGCCTGTCCACGAACCACTTATACACCCACATGACCCACTT 
CCTAAAGCAGTGTTTCTCTTTGTCAGACTAAAAACGATGCAGATGCAAGCCTGTA 
TCAGAATCTGA 

40 SEQ ID NO: 684 

zw83d07.sl Soares_testis_NHT Homo sapiens cDNA clone IMAGE:782797 3', mRNA 
sequence gi|2161864|gb|AA448194.1|AA448194[2161864] 

TTTTTTTTAAAAAAAAATTAAATATTTTTATTATATACTTTTAAACATATAGAAGA 
TAGAAAAAAACAGTACAATGAACAGCCATGTCCACCAGTTAGATTCTGTAACAT 
45 TTTGCCACATACGCCTCACATACATTTTGTTAAACCATTTGAAACATTTTAAGACA 
CTCTAACACTTCATTCCTAAATGCTTAAGTATGCAAATTAAGACAGTCTTTTATAA 
ACTACAACACCCTTCTCACAGCTCATAAAATTACCAATAATTATCCAATATCATT 
CAAAATCTAATCCACATTCAAATTTTCTCAACTGCCTCACCACCGTGCTGGCCTCC 
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CACCCCCACCTCAGTCTTTTACAGATGGTTTTTCAAAATAGAGTCCAGTAAAATA 
TTTCACATTGCATTTGGTTATTACATAACTTT TAATCAAGAAGAGTTAC 

SEQ ID NO: 685 

5 Human gene for preproenkephalin gi|3 1 1 50|emb| V00509. 1 |HSENK1 [31150] 

CCGACCCCTCCCGCGAAGGCGTCGGCGCGGGGCTGGCGTAGGGCCTGCGTCAGC 
TGCAGCCCGCCGGCGATTGGGGCGCGCGCGCCTCCTTCGGTTTGGGGCTAATTAT 
AAAGTGGCTCCAGCAGCCGTTAAGCCCCGGGACGGCGAGGCAGGCGCTCAGAGC 
CCCGCAGCCTGGCCCGTGACCCCGCAGAGACGCTGAGGACCGCGACGGTGAGGC 

1 0 CCTACGTCCGCCAGCACACCCGGGCCCGCTTCTCCCCGACGCCCGCCCTCCTCAC 
ACTTGCCTTCTTCTCTTCCCTCTAGAGTCGTGTCTGAACCCGGCTTTTCCAATTGG 
CCTGCTCCATCCGAACAGCGTCAACGTGAGTGAATTTGCCCGAAGCTTGTCTTTG 
CTGAGCGGGTTTGGGGACGTCTGCCCGCCCTCTTTCCCTTCACATTTCATTGCATG 
GGTTCCCCAACAGCGTTCCCTGGTTCTTCTTTGTGACCCCAGTCAATGTCCTGCCT 

1 5 CCCCCGGCTCCCGCTCTCTCGCCCCTGGTCTGCGGCGTTCTCTCCGGAATCTTGCC 
CTGGGCCGCGGACGCCCAGGAAAAGAGCCGGGTGCCCCAGGCAGCCTCGCGTTG 
GGGGCGACCGCGCCATCCCGGGAACCGCGAGGCGATCTGAGTCGCCTCCACGTC 
TACCTAAAAGCTGTCGGCCGGGAGGGCGGGGCCCCAGAAAGGAGCATTCCTGCG 
GGCTTTTGCTCGACGATCCCCTGCTGAGGCTGTCGCGGCGAGGGTCCTGCCGAGG 

20 GACCCCGTTCTGCGCCCAGGCAGGCTCGAAGCACGCGTCCCTCTCTCCTCGCAGT 
CCATGGCGCGGTTCCTGACACTTTGCACTTGGCTGCTGTTGCTCGGCCCCGGGCT 

... TGGTGGGGACCGTGGGGGCCGAATGGAGGCAGGATTGCGCGACGTGCAGC1 ACCG 
. . ::; GGTAGTGCGGCCGGCGGAGATCAAGTTCCTGGTGAGTGTTGCGCGCGGGGAGTGT 
.W.Z- TGGGCACGTTGTGAGACAGAGTTTCGG -YS:.. ; : i? ■ .V ' v-Y, . 

25 ' ■ ■ - 

SEQ ID NO: 686 

yi26gl2.sl Soares placenta Nb2HP Homo sapiens cDNA clone IMAGE: 140422 3', mRNA 
sequence gi|838397|gb|R65759.1|R65759[838397] 

AAAATTTTTTNTACCGTATTTATTGGTTCAAAAACTAGAATTTATAGTTTCAGGCA 
30 GATTTCAACCAAAGAGTCACCAAATTAAATACACAGGGTAGCTTGTGAGGCATA 
GACACAGCCCATGTGTTTTCCTCTACATTGTATATTCATTTCTCTTTGGCGATTTG 
ACATTATAGCCATTCTCTGGAAGTCCTAAAGCAAACTAGTATTTTATGTGCCATA 
TTAAGTTAAAATTTCTTATGTGAGGATACCACTAATACTGGGTTTTGATTTAGGG 
CCATCCTTCTTGCCGGGGGGTATGGACAATGGGGGGCTTGTTTCTATGGATTAAG 
35 GNCCCTACCCCTGGGGCCAGGTGNTATGGGGGNATTGTTAAAACCATGGCCATT 
ATTATGGTGGGGGGCCAACCCCCCACCCNTGGAAG GGGA 

SEQ ID NO: 687 
>R91550 

40 GGAGGATGTGGGCCACGCAGGGCTGGCGGTGGCGCTGGCTCTGAGCGTGCTGCC 
GGGCACCGGGCGCTGCGGCCGGGCGACTGCGAAGTTTGTATTTCTTATCTGGGAA 
GATTTTACCAGGACCTCAAAGACAGAGATGTCACATTCTCACCAGCCACTATTGA 
AAACGAACTTATAAAGTTCTGCCGGGAAGCAAGAGGCAAAGAGAATCGGTTGTG 
CTACTATATCGGGGCCACAGATGATGCAGCCACCAAAATCATCAATGAGGTATC 

45 AAAGCCTCTGGCCCCACCACATCCCTGTGGGAGAAGATCTGTGAGAAGCTTAAG 
GAAGAAGGACAGCCAGATATGTGAGCTTAAGTAT GGACAAGCAGATCC 

SEQ ID NO: 688 
>M94054 
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GGGCGTGATTTGAGCCCCGTTTTTATTTTCTGTGAGCCACGTCCTCCTCGAGGGG 
GTCAATCTGGCCAAAAGGAGTGATGCGCTTCGCCTGGACCGTGCTCCTGCTCGGG 
CCTTTGCAGCTCTGCGCGCTAGTGCACTGCGCCCCTCCCGCCGCCGGCCAACAGC 
AGCCCCCGCGCGAGCCGCCGGCGGCTCCGGGCGCCTGGCGCCAGCAGATCCAAT 
5 GGGAGAACAACGGGCAGGTGTTCAGCTTGCTGAGCCTGGGCTCACAGTACCAGC 
CTCAGCGCCGCCGGGACCCGGGCGCCGCCGTCCCTGGTGCAGCCAACGCCTCCG 
CCCAGCAGCCCCGCACTCCGATCCTGCTGATCCGCGACAACCGCACCGCCGCGGC 
GCGAACGCGGACGGCCGGCTCATCTGGAGTCACCGCTGGCCGCCCCAGGCCCAC 
CGCCCGTCACTGGTTCCAAGCTGGCTACTCGACATCTAGAGCCCGCGAACGTGGC 

1 0 GCCTCGCGCGCGGAGAACCAGACAGCGCCGGGAGAAGTTCCTGCGCTCAGTAAC 
CTGCGGCCGCCCAGCCGCGTGGACGGCATGGTGGGCGACGACCCTTACAACCCC 
TACAAGTACTCTGACGACAACCCTTATTACAACTACTACGATACTTATGAAAGGC 
CCAGACCTGGGGGCAGGTACCGGCCCGGATACGGCACTGGCTACTTCCAGTACG 
GTCTCCCAGACCTGGTGGCCGACCCCTACTACATCCAGGCGTCCACGTACGTGCA 

1 5 GAAGATGTCCATGTACAACCTGAGATGCGCGGCGGAGGAAAACTGTCTGGCC AG 
TACAGCATACAGGGCAGATGTCAGAGATTATGATCACAGGGTGCTGCTCAGATTT 
CCCCAAAGAGTGAAAAACCAAGGGACATCAGATTTCTTACCCAGCCGACCAAGA 
TATTCCTGGGAATGGCACAGTTGTCATCAACATTACCACAGTATGGATGAGTTTA 
GCCACTATGACCTGCTTGATGCCAACACCCAGAGGAGAGTGGCTGAAGGCCACA 

20 AAGCAAGTTTCTGTCTTGAAGACACATCCTGTGACTATGGCTACCACAGGCGATT 
TGCATGTACTGCACACACACAGGGATTGAGTCCTGGCTGTTATGATACCTATGGT 
< IGCAGAGATAGAGTGeCAGTGGATTGA^TTACAGATGTAAAAGCTGGAAAeTAT 

. .'v ioAT^CTAAAGGTCAGTGTAAACCGCAGCTAGCTGGTTCCTGAATGTGAGTAmGGA 
AGAATGTTGTGCGCTGTGAGATTGGCTACAGAGGACATCATGCGTATGGCTGAGG 

25 CTGCACAATTTCACCGTATTAGAAGGCAAAGGAAAACTCCCAATGGATAAATCA 
GTGCCTGGTGTTCTGAAGTGGGAAAAAATAGACTAACTTCAGTAGGATTTATGTA 
TTTTGAAAAAGAGAACAGAAAACAACAAAAGAATTTTTGTTTGGACTGTTTTCAA 
TAACAAAGCACATAACTGGATTTTGAACGCTTAAGTCAATCATTACTTGGAAATT 
TNTAATGTTTATTATTTACATCAACTTTGTGAATTAACACAGTGTTTCAATTCTGT 

30 AATTTCATATTTGACTCTTT 

SEQ ID NO: 689 

Human mRNA for beta-actin gi|2825 1 |emb|X0035 1 . 1 |HSAC07[2825 1] 
TTGCCGATCCGCCGCCCGTCCACACCCGCCGCCAGCTCACCATGGATGATGATAT 

35 CGCCGCGCTCGTCGTCGACAACGGCTCCGGCATGTGCAAGGCCGGCTTCGCGGG 
CGACGATGCCCCCCGGGCCGTCTTCCCCTCCATCGTGGGGCGCCCCAGGCACCAG 
GGCGTGATGGTGGGCATGGGTCAGAAGGATTCCTATGTGGGCGACGAGGCCCAG 
AGCAAGAGAGGCATCCTCACCCTGAAGTACCCCATCGAGCACGGCATCGTCACC 
AACTGGGACGACATGGAGAAAATCTGGCACCACACCTTCTACAATGAGCTGCGT 

40 GTGGCTCCCGAGGAGCACCCCGTGCTGCTGACCGAGGCCCCCCTGAACCCCAAG 
GCCAACCGCGAGAAGATGACCCAGATCATGTTTGAGACCTTCAACACCCCAGCC 
ATGTACGTTGCTATCCAGGCTGTGCTATCCCTGTACGCCTCTGGCCGTACCACTG 
GCATCGTGATGGACTCCGGTGACGGGGTCACCCACACTGTGCCCATCTACGAGG 
GGTATGCCCTCCCCCATGCCATCCTGCGTCTGGACCTGGCTGGCCGGGACCTGAC 

45 TGACTACCTCATGAAGATCCTCACCGAGCGCGGCTACAGCTTCACCACCACGGCC 
GAGCGGGAAATCGTGCGTGACATTAAGGAGAAGCTGTGCTACGTCGCCCTGGAC 
TTCGAGCAAGAGATGGCCACGGCTGCTTCCAGCTCCTCCCTGGAGAAGAGCTAC 
GAGCTGCCTGACGGCCAGGTCATCACCATTGGCAATGAGCGGTTCCGCTGCCCTG 
AGGCACTCTTCCAGCCTTCCTTCCTGGGCATGGAGTCCTGTGGCATCCACGAAAC 
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TACCTTCAACTCCATCATGAAGTGTGACGTGGACATCCGCAAAGACCTGTACGCC 
AACACAGTGCTGTCTGGCGGCACCACCATGTACCCTGGCATTGCCGACAGGATGC 
AGAAGGAGATCACTGCCCTGGCACCCAGCACAATGAAGATCAAGATCATTGCTC 
CTCCTGAGCGCAAGTACTCCGTGTGGATCGGCGGCTCCATCCTGGCCTCGCTGTC 
5 CACCTTCCAGCAGATGTGGATCAGCAAGCAGGAGTATGACGAGTCCGGCCCCTC 
CATCGTCCACCGCAAATGCTTCTAGGCGGACTATGACTTAGTTGCGTTACACCCT 
TTCTTGACAAAACCTAACTTGCGCAGAAAACAAGATGAGATTGGCATGGCTTTAT 
TTGTTTTTTTTGTTTTGTTTTGGTTTTTTTTTTTTTTTTGGCTTGACTCAGGATTTAA 
AAACTGGAACGGTGAAGGTGACAGCAGTCGGTTGGAGCGAGCATCCCCCAAAGT 

10 TCACAATGTGGCCGAGGACTTTGATTGCACATTGTTGTTTTTTTAATAGTCATTCC 
AAATATGAGATGCATTGTTACAGGAAGTCCCTTGCCATCCTAAAAGCCACCCCAC 
TTCTCTCTAAGGAGAATGGCCCAGTCCTCTCCCAAGTCCACACAGGGGAGGTGAT 
AGCATTGCTTTCGTGTAAATTATGTAATGCAAAATTTTTTTAATCTTCGCCTTAAT 
ACTTTTTTATTTTGTTTTATTTTGAATGATGAGCCTTCGTGCCCCCCCTTCCCCCTT 

1 5 TTTGTCCCCCAACTTGAGATGTATGAAGGCTTTTGGTCTCCCTGGGAGTGGGTGG 
AGGCAGCCAGGGCTTACCTGTACACTGACTTGAGACCAGTTGAATAAAAGTGCA 
CACCTTA 

SEQ ID NO: 690 
20 >AA435938 

TTTCATGCTCATTGCTGTTTATTGAAACAAAAGAATCAGAAGAAGATCAGAATGA 
^s.AGACAATAATAAAAAGCAGAAGGAGAAGTACAAGAAGAATAAAGAAAGAAAGG 
< . f ?GAAAGAATTGTAGGAAGGAAAAAGTTGTAGAAGTAGAGGGTGGAGAGTGGGAA 
■v P ''GAGGTGGAGTATGATGGGGAGTGGGATCTTTTCCATCTGGGCTTTGAGACAAIGG 
25 GATATGTCATGGAAGGGTTGTTTAAACACCAGAAGAAATTCAGGATAAAGCTCA 
AAAAGAGCAGGCAATCGATAGGGGTTGAAAATCCACTCAGTAGGCCACGGAAG 
GACTTCAAGAAGGTTGATCGTTCTGTCGCTGGATGTTGTAGGTGTCCTACGTGAA 
GGCAATCGACATCTGGATGGCTGTGTGTCTGCTCTTTGTGTT 
CGCTGCCTTGCTGGAG 

30 

SEQ ID NO: 691 
>AA443497 

TCCAAGGTCATGGCAAAACATCTGAAGTTCATCGCCAGGACTGTGATGGTACAG 
GAAGGGAACGTGGAAAGCGCATACAGGACCCTAAACAGAATCCTCACTATGGAT 

35 GGGCTCATTGAGGACATTAAGCATCGGCGGTATTATGAGAAGCCATGCCGCCGC 
GACAGAGGGAAAGCTATGAAAGGTGCCGGCGGATCTACAACATGGAAATGGCTC 
GCAAGATCAACTTCTTGATGCGAAAGAATCGGGCAGATCCGTGGCAGGGCTGCT 
GAGGCCTGTGGGTGGGACACCAGTGCGAAACCCTCATCCAGTTTTCTCTCCATCT 
CTTTTCTTTGTACAATCCCATTTCCTATTACCATTCTCTGCAATAAACTCAAATCA 

40 CATGTCTGC 

SEQ ID NO: 692 

zfl7e01.sl Soares_fetal_heart_NbHH19W Homo sapiens cDNA clone IMAGE:377208 3', 
mRNA sequence gi|1547536|gb|AA055198.1|AA055198[1547536] 
45 CACCTTAAAAACTAGGTTTCTATTTCTGGTTAGATTCTAGAGCAGTGGAACTCAG 
GAGTGATACTATACCCTACCCAGTCCCACCACAGCCTGCCTCCTTCCTCCCACAG 
AGATAACATTGTACAAAACTGTATTTACAAGAAAACCAATTAAAAATTAAGGGT 
GTGTGCAAAAGTAGACAGGAGAGTCAAGACATATCAATGCAGGGATGGCTTTGG 
GGAATGGGGGACTCAAGGTTCTACACTGGAACCTGGGG 
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SEQ ID NO: 693 

zt87hl0.sl Soares_testis_NHT Homo sapiens cDNA clone IMAGE:729379 3', mRNA 
sequence 

5 gi|2140847|gb|AA435933.1|AA435933[2140847] 

TTTTGGTTCAAACAATGGAACATTTTATTATATCATATTACAAAGAGTCAGTGAT 
GGGCC 

ATTCCAGGATTGGTTAATTCAGTAGTTCACCAAAGTCATCAAGGATCCGTCTTTC 
CATCTCCCTTCTCTGCCACCCTCAAGGTTTAAGACGGCTGTTGCAGTTCCAGACAT 
10 TATATCAAGATGCAGTATTCACAGAAAGAGGACTGTTCATTTCTTTACCAGAAGA 
TTCTCCCATATATCATGTGTCTACATCTAAACCAATCACTACTAAGGGGAAATTG 
ACCTACAACATTTGGATTAGACTAATCAAATTTACCTTCTGAGTTAGGCATAGAG 
TCAACTTCTATGAGCACATGGCTGAGCCAAGGATAAGCATTCTGCCAGCAAGAG 
AGGACATAATATGGGTGTGGGATTGGAGATGGGAGAG 

15 

SEQ ID NO: 694 

yo27c07.sl Soares adult brain N2b5HB55Y Homo sapiens cDNA clone IMAGE: 179148 3', 
mRNA sequence gi|989944|gb|H50103. 1 |H501 03 [989944] 

AAATTTATCAATGACAAACAGACATAAAACTCAAAGTTTGGCTCTTCTGAGGGGC 
20 AGGAGAAAAACTGGTGATGTTCTTTTATACAGATGAAACATGGGTNCAGAAATT 
ACACGNCACTTCTAAAGCAACCAGAAGAGGGACACGAAAGCAAACCTGTACATT 
VC .• s & G AGTAGGANTTTGCAGTG ATTTGAGATTTGC ACTAGGTAAG/sA AA.TAC ANTTTTG - 
"t - .v. .; '•GGTmGTTXTNCCGTGCTGGGGXGTATGAAAAAAAAANCCCAGCCGAeATGCAG ! 
. 1 CAACGTGTGGAGCGCTTAGGNGCGTAAAANTGITGTAAGCACAGAAGTACATGT 
25 GGGAAGATTTCTCTCATCATTTTTNGTAAANCAAAGCGTTCTAATATTTTACAGA 
CCAAGTTAGGGCCAGTTTTTNTTTTTCCCT 

SEQ ID NO: 695 

za29f01.rl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE-.293977 5', 

30 mRNA sequence gi|1267964|gb|N95657.1|N95657[1267964] 

GCAGAAGCGAACAACCTGAGCTTTCCCTTGGAGCCCCTGAGCAGGGAGAGGGCT 
CACAAGCTTGAGGCCATCTCTCGCCTCTGCGAGNACNAAGTACAAGGACCTAAG 
AAGATCCGCGAGAAGCGCTCAGCCAGTGCAGACAACCTGACTCTGCCCCGGTGG 
TCCCCAGCCATCATCTCTTAACTACGGAGGCCCGCCGGACCACACCATCCCTTAG 

35 TTTCTCCTTTAGTTTGAGAAAAGACAGACTTGGGGTNGGTTTGTTTTTGTTTTTTC 
TTTCCTTTTCTTTTTTTACGCATAGCTCCCGTCAAAGCTGCCT 

SEQ ID NO: 696 

Human lysophosphatidic acid receptor homolog mRNA, complete cds 

40 gi|1857424|gb|U80811.1|HSU80811[1857424] 

TCACCACCTACAACCACAGAGCTGTCATGGCTGCCATCTCTACTTCCATCCCTGT 
AATTTCACAGCCCCAGTTCACAGCCATGAATGAACCACAGTGCTTCTACAACGAG 
TCCATTGCCTTCTTTTATAACCGAAGTGGAAAGCATCTTGCCACAGAATGGAACA 
CAGTCAGCAAGCTGGTGATGGGACTTGGAATCACTGTTTGTATCTTCATCATGTT 

45 GGCCAACCTATTGGTCATGGTGGCAATCTATGTCAACCGCCGCTTCCATTTTCCTA 
TTTATTACCTAATGGCTAATCTGGCTGCTGCAGACTTCTTTGCTGGGTTGGCCTAC 
TTCTATCTCATGTTCAACACAGGACCCAATACTCGGAGACTGACTGTTAGCACAT 
GGCTCCTGCGTCAGGGCCTCATTGACACCAGCCTGACGGCATCTGTGGCCAACTT 
ACTGGCTATTGCAATCGAGAGGCACATTACGGTTTTCCGCATGCAGCTCCACACA 
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CGGATGAGCAACCGGCGGGTAGTGGTGGTCATTGTGGTCATCTGGACTATGGCC 
ATCGTTATGGGTGCTATACCCAGTGTGGGCTGGAACTGTATCTGTGATATTGAAA 
ATTGTTCCAACATGGCACCCCTCTACAGTGACTCTTACTTAGTCTTCTGGGCCATT 
TTCAACTTGGTGACCTTTGTGGTAATGGTGGTTCTCTATGCTCACATCTTTGGCTA 
5 TGTTCGCCAGAGGACTATGAGAATGTCTCGGCATAGTTCTGGACCCCGGCGGAAT 
CGGGATACCATGATGAGTCTTCTGAAGACTGTGGTCATTGTGCTTGGGGCCTTTA 
TCATCTGCTGGACTCCTGGATTGGTTTTGTTACTTCTAGACGTGTGCTGTCCACAG 
TGCGACGTGCTGGCCTATGAGAAATTCTTCCTTCTCCTTGCTGAATTCAACTCTGC 
CATGAACCCCATCATTTACTCCTACCGCGACAAAGAAATGAGCGCCACCTTTAGG 

1 0 CAGATCCTCTGCTGCCAGCGC AGTGAGAACCCC ACCGGCCCC ACAGAAAGCTCA 
GACCGCTCGGCTTCCTCCCTCAACCACACCATCTTGGCTGGAGTTCACAGCAATG 
ACCACTCTGTGGTTTAGAACGGAAACTGAGATGAGGAACCAGCCGTCCTCTCTTG 
GAGGATAAACAGCCTCCCCCTACCCAATTGCCAGGGCAAGGTGGGGTGTGAGAG 
AGGAGAAAAGTCAACTCATGTACTTAAACACTAACCAATGACAGTATTTGTTCCT 

1 5 GGACCCCACAAGACTTGATATATATTGAAAATTAGCTTATGTGACAACCCTCATC 
TTGATCCCCATCCCTTCTGAAAGTAGGAAGTTGGAGCTCTTGCAATGGAATTCAA 
GAACAGACTCTGGAGTGTCCATTTAGACTACACTAACTAGACTTTTAAAAGATTT 
TGTGTGGTTTGGTGCAAGTCAGAATAAATTCTGGCTAGTTGAATCCACAACTTCA 
TTTATATACAGGCTTCCCTTTTTTATTTTTAAAGGATACGTTTCACTTAATAAACA 

20 CGTTTATGCCTATCAGCAAAAAAAAAAAAAAA 

•> V< .tC, SEQHXNO:'69T:;-' - u 1 - :L f:-K'^ • .u,, A *i , ; .:.•■*;.¥,■., j*-*:* :;. 

.O ^6g09M\S6ar^lfetal J fife^vl^HHaaW.HomQ saj^ens"emA-cloiie-IMAGB:377 ; 152:5^ k 

similar to SWrNlAT^VBOVIISf Q02375 NADH-XJBIQUINONE OXIDOREDUCTASE 1 8 ' i ; : - 
25 KD SUEUNIT PRECURSOR mRNA sequence ' Ci '■ 

gi|1547458|gb|AA055101.1)AA055101[1547458] 

GCAGCAAGATGGCGGCGGTCTCAATGTCAGTGGTACTGAGGCAGACGTTGTGGC 
GGAGAAGGGCAGTGGCTGTAGCTGCCCTTTCCGTTTCCAGGGTTCCGACCAGGTC 
GTTGAGGACTTCCACATGGAGATTGGCACAGGACCAGACTCAAGACACACAACT 
30 CATAACAGTTGATGAAAAATTGGATATCACTACTTTAACTGGCGTTCCAGAAGAG 
CATATAAAAACTAGAAAAGTCAGGATCTTTGTTCCTGCTCGCAATAACATGCAGT 
CTGGAGTAAACAACACAAAGAAATGGAAGATGGAGTTTGANTACCAGGGAGCG 
ATGGGAAAATCCTTTGATGGGTTNGGCATCAACCGGCTTGATCCCCTTTTTCCNA 
CATGGGTTCTAAAC 

35 

SEQ ID NO: 698 

Human interleukin 11 mRNA, complete cds gi|186272|gb|M57765.1|HUMILll[186272] 

GCTCAGGGCACATGCCTCCCCTCCCCAGGCCGCGGCCCAGCTGACCCTCGGGGCT 

CCCCCGGCAGCGGACAGGGAAGGGTTAAAGGCCCCCGGCTCCCTGCCCCCTGCC 

40 CTGGGGAACCCCTGGCCCTGTGGGGACATGAACTGTGTTTGCCGCCTGGTCCTGG 
TCGTGCTGAGCCTGTGGCCAGATACAGCTGTCGCCCCTGGGCCACCACCTGGCCC 
CCCTCGAGTTTCCCCAGACCCTCGGGCCGAGCTGGACAGCACCGTGCTCCTGACC 
CGCTCTCTCCTGGCGGACACGCGGCAGCTGGCTGCACAGCTGAGGGACAAATTC 
CCAGCTGACGGGGACCACAACCTGGATTCCCTGCCCACCCTGGCCATGAGTGCG 

45 GGGGCACTGGGAGCTCTACAGCTCCCAGGTGTGCTGACAAGGCTGCGAGCGGAC 
CTACTGTCCTACCTGCGGCACGTGCAGTGGCTGCGCCGGGCAGGTGGCTCTTCCC 
TGAAGACCCTGGAGCCCGAGCTGGGCACCCTGCAGGCCCGACTGGACCGGCTGC 
TGCGCCGGCTGCAGCTCCTGATGTCCCGCCTGGCCCTGCCCCAGCCACCCCCGGA 
CCCGCCGGCGCCCCCGCTGGCGCCCCCCTCCTCAGCCTGGGGGGGCATCAGGGCC 
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GCCCACGCCATCCTGGGGGGGCTGCACCTGACACTTGACTGGGCCGTGAGGGGA 
CTGCTGCTGCTGAAGACTCGGCTGTGACCCGGGGCCCAAAGCCACCACCGTCCTT 
CCAAAGCCAGATCTTATTTATTTATTTATTTCAGTACTGGGGGCGAAACAGCCAG 
GTGATCCCCCCGCCATTATCTCCCCCTAGTTAGAGACAGTCCTTCCGTGAGGCCT 
5 GGGGGACATCTGTGCCTTATTTATACTTATTTATTTCAGGAGCAGGGGTGGGAGG 
CAGGTGGACTCCTGGGTCCCCGAGGAGGAGGGGACTGGGGTCCCGGATTCTTGG 
GTCTCCAAGAAGTCTGTCCACAGACTTCTGCCCTGGCTCTTCCCCATCTAGGCCTG 
GGCAGGAACATATATTATTTATTTAAGCAATTACTTTTCATGTTGGGGTGGGGAC 
GGAGGGGAAAGGGAAGCCTGGGTTTTTGTACAAAAATGTGAGAAACCTTTGTGA 
1 0 GAC AGAGAACAGGGAATTAAATGTGTCATACATATCC 

SEQ ID NO: 699 

Homo sapiens mRNA for GABA-BRla (hGBla) receptor 
gi|2826760|emb|Yl 1044.1 |HSGTHLA1 [2826760] 

1 5 ATGCTGCTGCTGCTGCTGGCGCCACTCTTCCTCCGCCCCCCGGGCGCGGGCGGGG 
CGCAGACCCCCAACGCCACCTCAGAAGGTTGCCAGATCATACACCCGCCCTGGG 
AAGGGGGCATCAGGTACCGGGGCCTGACTCGGGACCAGGTGAAGGCTATCAACT 
TCCTGCCAGTGGACTATGAGATTGAGTATGTGTGCCGGGGGGAGCGCGAGGTGG 
TGGGGCCCAAGGTCCGCAAGTGCCTGGCCAACGGCTCCTGGACAGATATGGACA 

20 CACCCAGCCGCTGTGTCCGAATCTGCTCCAAGTCTTATTTGACCCTGGAAAATGG 
GAAGGTTTTCCTGACGGGTGGGGACCTCCCAGCTCTGGACGGAGCCCGGGTGGA 
• i TTTGCGGTGTGACCCGGACTTCCATGTGGTGGGCAGCTCCCGGAGCAT€ir GTAGT 

'-5i GAGGGCC AGTGGAG.eAGGGGC)AAGGGeCAGTGGCAGGTGAATCGAAGGCGAGAG • 
■ ■■ ~ . * XGAGAAGGGGGGGGAGTGTAGATGGGGGGAGTGTTTCCCATGAGCGGGGGGTGG 

25 sR CCAGGGGGCCAGGCCTGCCAGCCCGCGGTGGAGATGGCGCTGGAGGACGTGAAT 
AGCCGCAGGGACATCCTGCCGGACTATGAGCTCAAGCTCATCCACCACGACAGC 
AAGTGTGATCCAGGCCAAGCCACCAAGTACCTATATGAGCTGCTCTACAACGAC 
CCTATCAAGATCATCCTTATGCCTGGCTGCAGCTCTGTCTCCACGCTGGTGGCTG 
AGGCTGCTAGGATGTGGAACCTCATTGTGCTTTCCTATGGCTCCAGCTCACCAGC 

30 CCTGTCAAACCGGCAGCGTTTCCCCACTTTCTTCCGAACGCACCCATCAGCCACA 
CTCCACAACCCTACCCGCGTGAAACTCTTTGAAAAGTGGGGCTGGAAGAAGATT 
GCTACCATCCAGCAGACCACTGAGGTCTTCACTTCGACTCTGGACGACCTGGAGG 
AACGAGTGAAGGAGGCTGGAATTGAGATTACTTTCCGCCAGAGTTTCTTCTCAGA 
TCCAGCTGTGCCCGTCAAAAACCTGAAGCGCCAGGATGCCCGAATCATCGTGGG 

CTCTTTGGGAAGAAGTACGTCTGGTTCCTCATTGGGTGGTATGCTGACAATTGGT 
TCAAGATCTACGACCCTTCTATCAACTGCACAGTGGATGAGATGACTGAGGCGGT 
GGAGGGCCACATCACAACTGAGATTGTCATGCTGAATCCTGCCAATACCCGCAG 
CATTTCCAACATGACATCCCAGGAATTTGTGGAGAAACTAACCAAGCGACTGAA 

40 AAGACACCCTGAGGAGACAGGAGGCTTCCAGGAGGCACCGCTGGCCTATGATGC 
CATCTGGGCCTTGGCACTGGCCCTGAACAAGACATCTGGAGGAGGCGGCCGTTCT 
GGTGTGCGCCTGGAGGACTTCAACTACAACAACCAGACCATTACCGACCAAATC 
TACCGGGCAATGAACTCTTCGTCCTTTGAGGGTGTCTCTGGCCATGTGGTGTTTG 
ATGCCAGCGGCTCTCGGATGGCATGGACGCTTATCGAGCAGCCTCAGGGTGGCA 

45 GCTACAAGAAGATTGGCTACTATGACAGCACCAAGGATGATCTTTCCTGGTCCAA 
AACAGATAAATGGATTGGAGGGTCCCCCCCAGCTGACCAGACCCTGGTCATCAA 
GACATTCCGCTTCCTGTCACAGAAACTCTTTATCTCCGTCTCAGTTCTCTCCAGCC 
TGGGCATTGTCCTAGCTGTTGTCTGTCTGTCCTTTAACATCTACAACTCACATGTC 
CGTTATATCCAGAACTCACAGCCCAACCTGAACAACCTGACTGCTGTGGGCTGCT 
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CACTGGCTTTAGCTGCTGTCTTCCCCCTGGGGCTCGATGGTTACCACATTGGGAG 
GAACCAGTTTCCTTTCGTCTGCCAGGCNCGCCTCTGGCTCCTGGGCCTGGGCTTTA 
GTCTGGGCTACGGTTCCATGTTCACCAAGATTTGGTGGGTCCACACGGGCTTCAC 
AAAGAAGGAAGAAAAGAAGGAGTGGAGGAAGACTCTGGAACCCTGGAAGCTGT 
5 ATGCCACAGTGGGCCTGCTGGTGGGCATGGATGTCCTCACTCTCGCCATCTGGCA 
GATCGTGGACCCTCTGCACCGGACCATTGAGACATTTGCCAAGGAGGAACCTAA 
GGAAGATATTGACGTCTCTATTCTGCCCCAGCTGGAGCATTGCAGCTCCAGGAAG 
ATGAATACATGGCTTGGCATTTTCTATGGTTACAAGGGGCTGCTGCTGCTGCTGG 
GAATCTTCCTTGCTTATGAGACCAAGAGTGTGTCCACTGAGAAGATCAATGATCA 

1 0 CCGGGCTGTGGGCATGGCTATCTACAATGTGGCAGTCCTGTGCCTCATCACTGCT 
CCTGTCACCATGATTCTGTCCAGCCAGCAGGATGCAGCCTTTGCCTTTGCCTCTCT 
TGCCATAGTTTTCTCCTCCTATATCACTCTTGTTGTGCTCTTTGTGCCCAAGATGC 
GCAGGCTGATCACCCGAGGGGAATGGCAGTCGGAGGCGCAGGACACCATGAAG 
ACAGGGTCATCGACCAACAACAACGAGGAGGAGAAGTCCCGGCTGTTGGAGAA 

1 5 GGAGAACCGTGAACTGGAAAAGATCATTGCTGAGAAAGAGGAGCGTGTCTCTGA 
ACTGCGCCATCAACTCCAGTCTCGGCAGCAGCTCCGCTCCCGGCGCCACCCACCG 
ACACCCCCAGAACCCTCTGGGGGCCTGCCCAGGGGACCCCCTGAGCCCCCCGAC 
CGGCTTAGCTGTGATGGGAGTCGAGTGCATTTGCTTTATAAGTGAGGGTAGGGTG 
AGGGAGGACAGGCCAGTAGGGGGAGGGAAAGGGAGAGGGGAAGGGCAGGGGA 

20 CTCAGGAAGCAGGGGGTCCCCATCCCCAGCTGGGAAGAACATGCTATCCAATCT 
CATCTCTTGTAAATACATGTCCCCCTGTGAGTTCTGGGCTGATTTGGGTCTCTCAT 

■ - ; V * c to^ • . 

:il C.< A iG.GTGAGCAGCCTCAGTGCA?TGT.TTGTCTTCCCATGGAAGAGGGTCTTe.TAGTTACC ' ■" 

;25 ACGGCAACCCCTGCAGCTCCTCTGCCTTTGTGCTCTGTTCCTGTCGAGCAGGGGTC 
TCCCAACAAGTGCTCTTTCCACCCCAAAGGGGCCTCTCCTTTTCTCCACTGTCATA 
ATCTCTTTCCATCTTACTTGCCCTTCTATACTTTCTCACATGTGGCTCCCCCTGAAT 
TTTGCTTCCTTTGGGAGCTCATTCTTTTCGCCAAGGCTCACATGCTCCTTGCCTCT 
GCTCTGTGCACTCACGCTCAGCACACATGCATCCTCCCCTCTCCTGCGTGTGCCCA 

30 CTGAACATGCTCATGTGTACACACGCTTTTCCCGTATGCTTTCTTCATGTTCAGTC 
ACATGTGCTCTCGGGTGCCCTGCATTCACAGCTACGTGTGCCCCTCTCATGGTCAT 
GGGTCTGCCCTTGAGCGTGTTTGGGTAGGCATGTGCAATTTGTCTAGCATGCTGA 
GTCATGTCTTTCCTATTTGCACACGTCCATGTTTATCCATGTACTTTCCCTGTGTAC 
CCTCCATGTACCTTGTGTACTTTCTTCCCTTAAATCATGGTATTCTTCTGACAGAG 

35 CCATATGTACCCTACCCTGCACATTGTTATGCACTTTTCCCCAATTCATGTTTGGT 
GGGGCCATCCACACCCTCTCCTTGTCACAGAATCTCCATTTCTGCTCAGATTCCCC 
CCATCTCCATTGCATTCATGTACTACCCTCAGTCTACACTCACAATCATCTTCTCC 
CAAGACTGCTCCCTTTTGTTTTGTGTTTTTTTGAGGGGAATTAAGGAAAAATAAG 
TGGGGGCAGGTTTGGAGAGCTGCTTCCAGTGGATAGTTGATGAGAATCCTGACC 

40 AAAGGAAGGCACCCTTGACTGTTGGGATAGACAGATGGACCTATGGGGTGGGAG 
GTGGTGTCCCTTTCACACTGTGGTGTCTCTTGGGGAAGGATCTCCCCGAATCTCA 
ATAAACCAGTGAACAGTGTGACTCGGAAAAAAAAAAAAAAAAAAAAAAAA 

SEQ ID NO: 700 

45 zh96g08.sl Soares_fetal_liver_spleen_lNFLS_Sl Homo sapiens cDNA clone 

IMAGE-.429182 3', mRNA sequence gi|1448327|gb|AA004759.1|AA004759[1448327] 
ACTTTATGCAAAAAAAAATATACATTTATTTATAGGTCTCAATACAGCAAAATGA 
AAACGAAAATTGAGAACATTGCTCATTAGGCCAGCAACTTTAAAATTATTTAATT 
TGAAATATAAAATAGGTGGTCTTCATAAAAAGATGCATGAAATTTACCTTACCTT 
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ATATTTTATACTTTAAGAGTACATTTTATACAAATCAGTAACCAGGCTTCTTTCAT 
GTTTAACCTGAAATGAACGTAACTATAAATGAGTATCTTTCTTTTATGTAGTAGC 
AAAAAGAGTCAATAATCCTTTCAAGAAAGATACTATTTCATTTCCTCCCAACTTG 
GGATTCNCCATAAACACGGA 

5 

SEQ ID NO: 701 

Homo sapiens canalicular multispecific organic anion transporter 2 (CMOAT2) mRNA, 
complete cds gi|3550323|gb|AF083552.1jAF083552[3550323] 

AGCCGCGCCTCGGCCCCATGGACGCCCTGTGCGGTTCCGGGGAGCTCGGCTCCAA 

1 0 GTTCTGGGACTCC AACCTGTCTGTGCAC ACAGAAAACCCGGACCTCACTCCCTGC 
TTCCAGAACTCCCTGCTGGCCTGGGTGCCCTGCATCTACCTGTGGGTCGCCCTGC 
CCTGCTACTTGCTCTACCTGCGGCACCATTGTCGTGGCTACATCATCCTCTCCCAC 
CTGTCCAAGCTCAAGATGGTCCTGGGTGTCCTGCTGTGGTGCGTCTCCTGGGCGG 
ACCTTTTTTACTCCTTCCATGGCCTGGTCCATGGCCGGGCCCCTGCCCCTGTTTTC 

1 5 TTTGTC ACCCCCTTGGTGGTGGGGGTC ACC ATGCTGCTGGCCACCCTGCTGATAC 
AGTATGAGCGGCTGCAGGGCGTACAGTCTTCGGGGGTCCTCATTATCTTCTGGTT 
CCTGTGTGTGGTCTGCGCCATCGTCCCATTCCGCTCCAAGATCCTTTTAGCCAAGG 
CAGAGGGTGAGATCTCAGACCCCTTCCGCTTCACCACCTTCTACATCCACTTTGC 
CCTGGTACTCTCTGCCCTCATCTTGGCCTGCTTCAGGGAGAAACCTCCATTTTTCT 

20 CCGCAAAGAATGTCGACCCTAACCCCTACCCTGAGACCAGCGCTGGCTTTCTCTC 
CCGCCTGTTTTTCTGGTGGTTCACAAAGATGGCCATCTATGGCTACCGGCATCCC 
• • • r •,GIFGGAGGAGAAGGACGTGTGGTCeGTAAAGGAAGAGGACAGATC€GAGATGGTG 
■> >. > \ •P.GTGGAGGAGGTGGEGGAGGGATGGAGGAAGGAGGAAAAGC AGAGGGGACGAGA . 
■ • y :^AAGGGTTCAGGAGGAGGTGGGAAAAATGG€TGCGGCGAGGAGGAGGTGCTGGT ? 

25 GGGTGCCCGGCCCAGGCCCCGGAAGCCCTCCTTGCTGAAGGCCCTGCTGGCCACC 
TTCGGCTCCAGCTTCCTCATCAGTGCCTGCTTCAAGCTTATCCAGGACCTGCTCTC 
CTTCATCAATCCACAGCTGCTCAGCATCCTGATCAGGTTTATCTCCAACCCCATG 
GGCCCCTCCTGGTGGGGCTTCCTGGTGGCTGGGCTGATGTTCCTGTGCTCCATGA 
TGCAGTCGCTGATCTTACAACACTATTACCACTACATCTTTGTGACTGGGGTGAA 

30 GTTTCGTACTGGGATCATGGGTGTCATCTACAGGAAGGCTCTGGTTATCACCAAC 
TCAGTCAAACGTGCGTCCACTGTGGGGGAAATTGTCAACCTCATGTCAGTGGATG 
CCCAGCGCTTCATGGACCTTGCCCCCTTCCTCAATCTGCTGTGGTCAGCACCCCTG 
CAGATCATCCTGGCGATCTACTTCCTCTGGCAGAACCTAGGTCCCTCTGTCCTGG 
CTGGAGTCGCTTTCATGGTCTTGCTGATTCCACTCAACGGAGCTGTGGCCGTGAA 

35 GATGCGCGCCTTCCAGGTAAAGCAAATGAAATTGAAGGACTCGCGCATCAAGCT 
GATGAGTGAGATCCTGAACGGCATCAAGGTGCTGAAGCTGTACGCCTGGGAGCC 
CAGCTTCCTGAAGCAGGTGGAGGGCATCAGGCAGGGTGAGCTCCAGCTGCTGCG 
CACGGCGGCCTACCTCCACACCACAACCACCTTCACCTGGATGTGCAGCCCCTTC 
TTGGTGACCCTGATCACCCTCTGGGTGTACGTGTACGTGGACCCAAACAATGTGC 

40 TGGACGCCGAGAAGGCCTTTGTGTCTGTGTCCTTGTTTAATATCTTAAGACTTCCC 
CTCAACATGCTGCCCCAGTTAATCAGCAACCTGACTCAGGCCAGTGTGTCTCTGA 
AACGGATCCAGCAATTCCTGAGCCAAGAGGAACTTGACCCCCAGAGTGTGGAAA 
GAAAGACCATCTCCCCAGGCTATGCCATCACCATACACAGTGGCACCTTCACCTG 
GGCCCAGGACCTGCCCCCCACTCTGCACAGCCTAGACATCCAGGTCCCGAAAGG 

45 GGCACTGGTGGCCGTGGTGGGGCCTGTGGGCTGTGGGAAGTCCTCCCTGGTGTCT 
GCCCTGCTGGGAGAGATGGAGAAGCTAGAAGGCAAAGTGCACATGAAGGGCTCC 
GTGGCCTATGTGCCCCAGCAGGCATGGATCCAGAACTGCACTCTTCAGGAAAAC 
GTGCTTTTCGGCAAAGCCCTGAACCCCAAGCGCTACCAGCAGACTCTGGAGGCCT 
GTGCCTTGCTAGCTGACCTGGAGATGCTGCCTGGTGGGGATCAGACAGAGATTG 
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GAGAGAAGGGCATTAACCTGTCTGGGGGCCAGCGGCAGCGGGTCAGTCTGGCTC 
GAGCTGTTTACAGTGATGCCGATATTTTCTTGCTGGATGACCCACTGTCCGCGGT 
GGACTCTCATGTGGCCAAGCACATCTTTGACCACGTCATCGGGCCAGAAGGCGTG 
CTGGCAGGCAAGACGCGAGTGCTGGTGACGCACGGCATTAGCTTCCTGCCCCAG 
5 ACAGACTTCATCATTGTGCTAGCTGATGGACAGGTGTCTGAGATGGGCCCGTACC 
CAGCCCTGCTGCAGCGCAACGGCTCCTTTGCCAACTTTCTCTGCAACTATGCCCC 
CGATGAGGACCAAGGGCACCTGGAGGACAGCTGGACCGCGTTGGAAGGTGCAG 
AGGATAAGGAGGCACTGCTGATTGAAGACACACTCAGCAACCACACGGATCTGA 
CAGACAATGATCCAGTCACCTATGTGGTCCAGAAGCAGTTTATGAGACAGCTGA 

1 0 GTGCCCTGTCCTC AGATGGGGAGGGACAGGGTCGGCCTGTACCCCGGAGGCACC 
TGGGTCCATCAGAGAAGGTGCAGGTGACAGAGGCGAAGGCAGATGGGGCACTG 
ACCCAGGAGGAGAAAGCAGCCATTGGCACTGTGGAGCTCAGTGTGTTCTGGGAT 
TATGCCAAGGCCGTGGGGCTCTGTACCACGCTGGCCATCTGTCTCCTGTATGTGG 
GTCAAAGTGCGGCTGCCATTGGAGCCAATGTGTGGCTCAGTGCCTGGACAAATG 

1 5 ATGCCATGGCAGACAGTAGACAGAACAACACTTCCCTGAGGCTGGGCGTCTATG 
CTGCTTTAGGAATTCTGCAAGGGTTCTTGGTGATGCTGGCAGCCATGGCCATGGC 
AGCGGGTGGCATCCAGGCTGCCCGTGTGTTGCACCAGGCACTGCTGCACAACAA 
GATACGCTCGCCACAGTCCTTCTTTGACACCACACCATCAGGCCGCATCCTGAAC 
TGCTTCTCCAAGGACATCTATGTCGTTGATGAGGTTCTGGCCCCTGTCATCCTCAT 

20 GCTGCTCAATTCCTTCTTCAACGCCATCTCCACTCTTGTGGTCATCATGGCCAGCA 
CGCCGCTCTTCACTGTGGTCATCCTGCCCCTGGCTGTGCTCTACACCTTAGTGCAG 
< •. x ■ . ,iGGGTTCTATGGAGCCACATGACGGCAA.G'TGAiMGCGGGTGGAATCAGTCAGCGGCT' '■, 
>■•'■ Ci. : -' 7: ?GAGGTATCTACTCCGAGTTTTGGGAGACAGTGAGTGG'-EGGCAGTGTGAT.CGGGGC"f « 
r ••' ' ' GTAGAACGGGAGGCGGGATTTTGAGATGATGAGvFGATACTAAGGTGGATGGCAA- 

25 CCAGAGAAGCTGCTACCCCTACATOATCTCCAACCGGTGGCTGAGCATCGGAGTG 
GAGTTCGTGGGGAACTGCGTGGTGCTCTTTGCTGCACTATTTGCCGTCATCGGGA 
GGAGCAGCCTGAACCCGGGGCTGGTGGGCCTTTCTGTGTCCTACTCCTTGCAGGT 
GACATTTGCTCTGAACTGGATGATACGAATGATGTCAGATTTGGAATCTAACATC 
GTGGCTGTGGAGAGGGTCAAGGAGTACTCCAAGACAGAGACAGAGGCGCCCTGG 

30 GTGGTGGAAGGCAGCCGCCCTCCCGAAGGTTGGCCCCCACGTGGGGAGGTGGAG 
TTCCGGAATTATTCTGTGCGCTACCGGCCGGGCCTAGACCTGGTGCTGAGAGACC 
TGAGTCTGCATGTGCACGGTGGCGAGAAGGTGGGGATCGTGGGCCGCACTGGGG 
CTGGCAAGTCTTCCATGACCCTTTGCCTGTTCCGCATCCTGGAGGCGGCAAAGGG 
TGAAATCCGCATTGATGGCCTCAATGTGGCAGACATCGGCCTCCATGACGTGCGC 

35 TCTCAGCTGACCATCATCCCGCAGGACCCCATCCTGTTCTCGGGGACCCTGCGCA 
TGAACCTGGACCCCTTCGGCAGCTACTCAGAGGAGGACATTTGGTGGGCTTTGGA 
GCTGTCCCACCTGCACACGTTTGTGAGCTCCCAGCCGGCAGGCCTGGACTTCCAG 
TGCTCAGAGGGCGGGGAGAATCTCAGCGTGGGCCAGAGGCAGCTCGTGTGCCTG 
GCCCGAGCCCTGCTCCGCAAGAGCCGCATCCTGGTTTTAGACGAGGCCACAGCTG 

40 CCATCGACCTGGAGACTGACAACCTCATCCAGGCTACCATCCGCACCCAGTTTGA 
TACCTGCACTGTCCTGACCATCGCACACCGGCTTAACACTATCATGGACTACACC 
AGGGTCCTGGTCCTGGACAAAGGAGTAGTAGCTGAATTTGATTCTCCAGCCAACC 
TCATTGCAGCTAGAGGCATCTTCTACGGGATGGCCAGAGATGCTGGACTTGCCTA 
AAATATATTCCTGAGATTTCCTCCTGGCCTTTCCTGGTTTTCATCAGGAAGGAAAT 

45 GACACCAAATATGTCCGCAGAATGGACTTGATAGCAAACACTGGGGGCACCTTA 
AGATTTTGCACCTGTAAAGTGCCTTACAGGGTAACTGTGCTGAATGCTTTAGATG 
AGGAAATGATCCCCAAGTGGTGAATGACACGCCTAAGGTCACAGCTAGTTTGAG 
CCAGTTAGACTAGTCCCCGGTCTCCCGATTCCCAACTGAGTGTTATTTGCACACT 
GCACTGTTTTCAAATAACGATTTTATGAAATGACCTCTGTCCTCCCTCTGATTTTT 

( 
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CATATTTTCTAAAGTTTCGTTTCTGTTTTTTAATAAAAAGCTTTTTCCTCCTGGAAC 
AGAAGACAGCTGCTGGGTCAGGCCACCCCTAGGAACTCAGTCCTGTACTCTGGG 
GTGCTGCCTGAATCCATTAAAAATGGGAGTACTGATGAAATAAAACTACATGGT 
CAACAGTAAAAAAAAAAAAAAA 

5 

SEQ ID NO: 702 

yq42dl0.sl Soares fetal liver spleen 1 NFLS Homo sapiens cDNA clone IMAGE:198451 3', 
mRNA sequence gi|970054|gb|R94659.1|R94659[970054] 

TTGTTTTTTTTGGTTCAGCATAACTTGGAACATTTGAAAGCTTTTCAACCTAAATG 
10 TGGG 

GAAAAAACAGGTAAGGCATTATTTTTGCACAAAACTAGCATTCCTAATAGTGCA 
AATGAA 

TCTGATACCTCTTAAAATGGTGAGAGGTCATACACTTACTAGATTAATTTAGATT 
TTCTT 

1 5 TCTATGGCTTGACAAATTATCCCTCTATAAATTCTACTCTCACCC AGAGGCTGTTG 
CTGT 

AATCAAAAGGATAACTGTAGGATAAAGGTCCAACCTTCTCCTGGTATCCGGCAA 
AAGGGT 

TTTTGCTCATATGGCAAAAAAAATCTAATTTTTAAATTATCCTACAGNGGAATAT 
20 ACAAC 

TGGGNTTCCTNGGGACCCTCTATTTATCNGGCGGCAACAGGTGGTTCGGGGCGGC 

: \ .. ■ n- ^-GGNGT TTCGAATGGGGG€CCGTAAG©GAAAATXGGGCGGNCAATGT, : 

; • • ■'• seq id Nov 703 " •• •-^.'^.•.••rvKS.?^ 'A ->w;;jvr.- , - i ' { " * ' '• " tfrV -T.-K*T - " ' 

25 zd29f03.sl Soares_fetal_heart_NbI2HlW Homo sapiens cDNA clone IMAGE:342077 3', 
mRNA sequence gi|1367074|gb|W60315.1|W60315[1367074] 

CATAACTTAAGTAAACTTTATTTTCAAAATGCTTCAGGTACAAAAGAAAACAATC 
GGCAAAGTCTAACAATAATTAACAAACCAGCTCTTGAGCGGCAGAGTGCTCCAG 
GGATGAGAGGGGCTGGGGATGGAAAGGTGGTTGGGAGACACAACATTTTTCTAG 
30 CTTCAGAAAGTCAGGGAGCCCAGATCACAGCCTGAACTTCATGGTATTGGTTACA 
GATTCTTTACAAAGGTGTTTACCTCTCTCATGAGGTCTTCTTGATTGGTTACTTCC 
TCAGAAAAATCATCATTGACATCCAACACCAGCACTGGAATGTTCATCAGAGCCT 
CAAAGTGGAGCCTGTCACTTGTACACANGACCTCTCAAAGATCTGTACTGGCTTC 
CTGGCCTGGTAAGAGTTCTCAGGGGAAG 

35 

SEQ ID NO: 704 

yb54f05.rl Stratagene ovary (#937217) Homo sapiens cDNA clone BVIAGE:75009 5', 
mRNA sequence gi|653755|gb|T51895.1|T51895[653755] 

TTTCTACCGTCCTTGTCATAACTTTGTGTTGGAGGGAACCTGTTTCACTATGGCCT 
40 CCTTTGCCCAAGTTGAAACAGGGGCCCATCATCATGTCTGTTTCCAGAACAGTGC 
CTTGGTCATCCCACATCCCCGGACCCCGCCTGGGGACCCCCAAGCTGTGTCCTAT 
GAAGGGGTGTGGGGGTGAGGTAGTGAAAAGGGCGGTAGTTGGTGGTGGGACCC 
AGAAACGGACGCCGGTGCTTGGGAGGGGTTCTTAAATTAATATTTTAAAAAAAG 
TAACTTTTTTTGTATTAAATTAAAAAGAAAATNGGGGACG 

45 

SEQ ID NO: 705 

zx69a01.sl Soares_total_fetus_Nb2HF8_9w Homo sapiens cDNA clone IMAGE: 796680 3*, 
mRNA sequence gi|2185799|gb|AA460679.1|AA460679[2185799] 

TACTCAGTCACCACCCAGAAATTGTCCGAGTTATGAAATAGATTCATTTTGAGAA 
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GTTACACATTCAGTTTGTTTATGAACTAGCCTGTCTTGTTTCTGCCTCTTGTAAGA 
AAAGAGCTAGGTCTTTATGCTGCTAGGACAAAATACTGTACATGAATTGGAGAA 
TAAGGAGGGGTCATCCTTCTCCCCGGTACCGGAACAAGAGAACAGTTAGTACAG 
AAATGGCTTTGGCACTTTAACCCTTAGACATTGTCCCAAACCTTGTTACTTGAGTA 
5 TTGTAGCCTCACCATGATTTTTTTTTAACACCGTATCATCTCCATACTTTTTATTTA 
CAAATTATATATACACACAATAATACAATTCCTTCATTCTAAAACAATAGTAGAC 
CCCAAACAGGTCTACATTAAGTTTC 

SEQ ID NO: 706 

1 0 zv64gl 1 .si Soares_total_fetus_Nb2HF8_9w Homo sapiens cDNA clone IMAGE: 75 8468 3', 
mRNA sequence gi|2046825|gb|AA393856.1|AA393856[2046825] 

TTTAACATCAGTTAAAGATTTTATTTGATTCATTAAAGAGGAAACTGGTGAGGCA 
TTTCCACCAGCTCAAGGAAGAATTTTGTAAATGTTATATTTATGGATCAGAAATA 
ACTGAAATGAATGTGCAAATGGAGGCAAAACTGGCCTCTTCCACAGTGGGGAAG 

1 5 AAAGTCAACAGAACCTCCACTAGGCATAATTTACATATGTACAGACTCAATCAGC 
TTTTAATATAGAAAGATATTTGAACCCAAAATCTTTCATTAAGGTAAAAAATACA 
ATAATAATTTTTAATGAAATCCTGGAAAATTCATACAAATAAAATTAAAAGCCTC 
CAATGGGGTATAATCCAGCAATATCCTAGGCAAATGCCTCCTGAAGAACAACAG 
CCTTTTTAAAACATCACTGTTTATCATTCAAAATTCAGACGTCTCCTATCTTTGGC 

20 TATTTTATCTCTTCAACT 

... . SEQ ID NO: 707 , • •< ■■■■ W.vJ** ». r «.G; <<:.r < ,. • • Vv ••: ' ■ 

:• aa47b0.1.rl NGrGGAP_GCBl Homo sapiens ScDNA cloneClMAGE: 824041 5 ! similarvfo 
■ 1 ; 3CR:G1 049078 G1049078 SKP30C. mRNA sequence V ' ■ v; f " 

25 gi|2219894|gb|AA49072i:i|AA490721[2219894] 

TATCTCAGAAAAGAAGACATGCGATATGCCCTGCGTAAACTGGATGACACCAAA 
TTCCGCTCTCATGAGGGTGAAACTTCCTACATCCGAGTTTATCCTGAGAGAAGCA 
CCAGCTATGGCTACTCACGGTCTCGGTCTGGGTCAAGGGGCCGTGACTCTCCATA 
CCAAAGCAGGGGTTCCCACACTACTTCTCTCCTTTCAGGCCCTACTGAGACAGGT 
30 GATGGGAATTTTTTCTTTATTTTTTAGGTTAACTGAGCTGCTTTGTGCTCAGAATC 
TACATTCCAGATTGAGGATTTAGTGTCTTAGGAAATTTTTTTAATTTTTTTTTTTTA 
AA 

SEQ ID NO: 708 

35 Human 78 kdalton glucose-regulated protein (GRP78) gene, complete cds 
gi|l 83644)gb|M19645.1 |HUMGRP78[1 83644] 

CCCGGGGTCACTCCTGCTGGACCTACTCCGACCCCCTAGGCCGGGAGTGAAGGC 

GGGACTTGTGCGGTTACCAGCGGAAATGCCTCGGGGTCAGAAGTCGCAGGAGAG 

ATAGACAGCTGCTGAACCAATGGGACCAGCGGATGGGGCGGATGTTATCTACCA 

40 TTGGTGAACGTTAGAAACGAATAGCAGCCAATGAATCAGCTGGGGGGGCGGAGC 
AGTGACGTTTATTGCGGAGGGGGCCGCTTCGAATCGGCGGCGGCCAGCTTGGTG 
GCCTGGGCCAATGAACGGCCTCCAACGAGCAGGGCCTTCACCAATCGGCGGCCT 
CCACGACGGGGCTGGGGGAGGGTATATAAGCCGAGTAGGCGACGGTGAGGTCG 
ACGCCGGCCAAGACAGCACAGACAGATTGACCTATTGGGGTGTTTCGCGAGTGT 

45 GAGAGGGAAGCGCCGCGGCCTGTATTTCTAGACCTGCCCTTCGCCTGGTTCGTGG 
CGCCTTGTGACCCCGGGCCCCTGCCGCCTGCAAGTCGAAATTGCGCTGTGCTCCT 
GTGCTACGGCCTGTGGCTGGACTGCCTGCTGCTGCCCAACTGGCTGGCAAGATGA 
AGCTCTCCCTGGTGGCCGCGATGCTGCTGCTGCTCAGCGCGGCGCGGGCCGAGG 
AGGAGGACAAGAAGGAGGACGTGGGCACGGTGGTCGGCATCGACTTGGGGACC 
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ACCTACTCCTGGTAAGTGGGGTTGCGGATGAGGGGGACGGGGCGTGGCGCTGGC 
TGGCGTGAGAAGTGCGGTGCTGATGTCCCTCTGTCGGGTTTTTGCAGCGTCGGCG 
TGTTCAAGAACGGCCGCGTGGAGATCATCGCCAACGATCAGGGCAACCGCATCA 
CGCCGTCCTATGTCGCCTTCACTCCTGAAGGGGAACGTCTGATTGGCGATGCCGC 
5 CAAGAACCAGCTCACCTCCAACCCCGAGAACACGGTCTTTGACGCCAAGCGGCT 
CATCGGCCGCACGTGGAATGACCCGTCTGTGCAGCAGGACATCAAGTTCTTGCCG 
TTCAAGGTTCGACCGGTTTTCCTCATCCAGTTAGAGAACGGGTGGGTGGTGGGAG 
TATTTAGAGTTATAAGTCTCTGGAAAAGTGTTGAGACAACAGTTGAAGGTTATAG 
ACATGATGTATGTAATAACTTTAATACTATTAGTATGTTACAAAACTTAAGACAG 

1 0 TTGCTGTCGTACTGTCTACGATAGTTTAGGAATAAAAGACCGATTAAAACTGAAC 
TTTGTAAGACACCTATACTCCCTGAAGTATTTCTAGTCAATTTGCAGCCCCAAGG 
GACCAAAATAAACCAAATTGTGGGGATGGTAGTGGGTCTTTTAAACTTTGAGATG 
TCATTGTATCTGTGTCTGAAAACAATAATTCTTTAAAATAGGTGGTTGAAAAGAA 
AACTAAACCATACATTCAAGTTGATATTGGAGGTGGGCAAACAAAGACATTTGC 

1 5 TCCTGAAGAAATTTCTGCCATGGTTCTCACTAAAATGAAAGAAACCGCTGAGGCT 
TATTTGGGAAAGAAGGTAAATATTTCTAGAACAATGTTAAGTATTTTTTGATCAT 
TAGTATTCTCGGTTGGCTGTTATGTATAGAAGCCTTCGTGAAGGGTTTCAAAAAT 
TTTAATCAGAATGGTATTCATGCTTGTCACGGTTTAATTATTGAGTCCCTTTACTA 
TAAGCCAAACAAAAATAGACTTTTCATGTATTATTTAATGCTTACAATTCCAGGA 

20 ACAATAAAATTTTATATGTTGTATTCATCAATAATTGGCTTAAAAACTAAAGTGA 
TGGTTTGACTGTAATTTTTTTTTTTTGAGATGGAGTCTTGCTCTGTTGCCCAGGCT 
GGACTGCAGTGGCAGGATCTCAGCTC ACTGCAACCTCTGCCTGGGGGGTTAAGGA 
-:• xGCTGTCGTGCGTCAGGGTGGAAGTAATGGAAGGACAGGCACAGCACCACAGGTG-' v' 
GCTAATTTTTTTTTTTTTTTTTAATTTTC AGTAGAGAG AGGGTTTCTCCACATTGCG V 5 

25 AGGCTGGTGTTGAAATCGTGCCCTCAGGTTGATCCTCCTGCCTAGCCTCCCAAAG 
TGCTGGATTATAGGCAGAAGCCACCGCCTGGCCAGACTGTAATTTAAATAAGGG 
TTAAACTATGTGACAATACACTTAATTATCTTTATCCTTTTAGGTTACCCATGCAG 
TTGTTACTGTACCAGCCTATTTTAATGATGCCCAACGCCAAGCAACCAAAGACGC 
TGGAACTATTGCTGGCCTAAATGTTATGAGGATCATCAACGAGCCGTAAGTATGA 

30 AATTCAGGGATACGGCATATTTGCCAAATAGTGGAAATGTGAAGTACTGACAAA 
ACTTTTCCCTTTTTCAATCTAATAGTACGGCAGCTGCTATTGCTTATGGCCTGGAT 
AAGAGGGAGGGGGAGAAGAACATCCTGGTGTTTGACCTGGGTGGCGGAACCTTC 
GATGTGTCTCTTCTCACCATTGACAATGGTGTCTTCGAAGTTGTGGCCACTAATG 
GAGATACTCATCTGGGTGGAGAAGACTTTGACCAGCGTGTCATGGAACACTTCAT 

35 CAAACTGTACAAAAAGAAGACGGGCAAAGATGTCAGGAAGGACAATAGAGCTG 
TGCAGAAACTCCGGCGCGAGGTAGAAAAGGCCAAGGCCCTGTCTTCTCAGCATC 
AAGCAAGAATTGAAATTGAGTCCTTCTATGAAGGAGAAGACTTTTCTGAGACCCT 
GACTCGGGCCAAATTTGAAGAGCTCAACATGGTATGTTCCTTGTTTTCTGCTTTGC 
TAATGAGATCTCCTTAGACTCTGAATTCAGGACATTGCATCTAGATACTTAGATA 

40 ACAGACATCACAGTAACCATGTCTTTTTTCTAGGATCTGTTCCGGTCTACTATGAA 
GCCCGTCCAGAAAGTGTTGGAAGATTCTGATTTGAAGAAGTCTGATATTGATGAA 
ATTGTTCTTGTTGGTGGCTCGACTCGAATTCCAAAGATTCAGCAACTGGTTAAAG 
AGTTCTTCAATGGCAAGGAACCATCCCGTGGCATAAACCCAGATGAAGCTGTAG 
CGTATGGTGCTGCTGTCCAGGCTGGTGTGCTCTCTGGTGATCAAGATACAGGTAG 

45 GTCATCATCGCAGCATCTTTCTTAGTGATTCAGTAGCTTGATGGAAGAGCTCGGT 
ACCCCTATTGCTTTAGAAAATACCAGAATATGAGCAACAAGGTCACACAGCTAG 
TAAAGGGTATAAGTGAAGACAAGACTGGGGTAGTCTCCAAGATCATTAGCAACT 
GTTTAATTCACTGCCTTTAAAATGTGTGTGTTAGAACCTAACCAAATGTTAGAGA 
GATAAACTTTACATAGCTCATAGGGAGAACTTGAATTAAAAGTTAAATAACTTAT 
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CCTTACAGGTGACCTGGTACTGCTTCATGTATGTCCCCTTACACTTGGTATTGAAA 
CTGTAGGAGGTGTCATGACCAAACTGATTCCAAGTAATACAGTGGTGCCTACCAA 
GAACTCTCAGATCTTTTCTACAGCTTCTGATAATCAACCAACTGTTACAATCAAG 
GTCTATGAAGGTAATTACCTTAAGTTTGGTTAATATCATGGCTTTTTTTTTGAGAT 
5 GAAGTCTTGCTCTGTTGCCCAGGCTGGACTGCAGTGGCACGATCTCGGCTCACTG 
CAAATTCTGTCTCCCGGGTTCAAGTGATTCTCCTGCCTCAGCCTCCAGAGTAGCT 
GGATTACAGCCTGACCACCACACCTGGCTAATTTCTGTATTTTTAGTAGAGGATG 
GGCTTTCACCATGTTTCCCAGGCTGGTCTCCAACTCCTGACCTCAGGTCATCTGCC 
TGCCTCCACCGTCCCGAAAGTACTGGGATTATAGCGTGAGCCACCACGCCAGATC 

1 0 TATCTATCATGGCATATTTTAAAAGAACATGACTTAATATGTCCTATTGAAATGG 
CTAGGGAACTAAGTAACTGCTGTTTTCAGATGGAGGTCTTAATTTGAATAATGTT 
GATATTAGATATTTAGCATTCTTTTTTTTTTTTTTTTAATGGAGTCTTGCTCTGTCG 
CCTAGGCTGGGGTGCAGTGGCATGACTTGCAACCTCTGCCTCCCGAATAGCTGGG 
ATTACAGGTGCCCACCATCACGCCCGGCTAAGTTTTGTATTTTTAGTAGAGGCGA 

1 5 GTTTCGCCATGTTGGCCAGGCTGGTCTTGAACCCCTAACCTCAGTGATCCCACGG 
TCACCGACCTGGCCTCCCAAAAGTACTGTACCCAGCCAATGATTAGCATTCTCAC 
TAATAATAGCATCTGAGCTGGCTCCTAGAGTACAAGAAAAAGGAGTTCACAGTA 
CTTTAAAATAGATAAAATTCAGTTGAGTTAGTAACCTAACTCATTGTTAGTACTA 
GTTGCTGCTCCTTGTAGACCAATATGAAATTACTTTTAGCTCGATAAAACCAAAA 

20 GTGTCACTTTATGCTTCAGACTGAAATGCGGGGATCTAGATGTGCTAATGCTTGT 
CAGTAACAACTAACAAGTTTTTCTGTATGTAACTTCTAGGTGAAAGACCCCTGAC 

■■ t •"AAAAGACAA'rGATGTTCTGGGTAGATTTGATGTGACTGGAAT.TCCTGGTGCTGCTC. ° 

\: : C GTGGGGTCCCAGAGAT:TGAAGTCAGCTTTGAGAmGATGTGAATGGTATIlCTTCG 
AGTGAGAGCTGAAGAGAAGGGTAGAGGG^GAAAAATAAGATGACAATGACCA- 

25 ATGACGAGAATCGGCTGAC ACCTGAAGAAATCGAAAGGATGGTTAATGATGCTG 
AGAAGTTTGCTGAGGAAGACAAAAAGCTGAAGGAGCGCATTGATACTAGAAATG 
AGTTGGAAAGCTATGCCTATTCTCTAAAGAATCAGATTGGAGATAAAGAAAAGC 
TGGGAGGTAAACTTTCCTCTGAAGATAAGGAGACCATGGAAAAAGCTGTAGAAG 
AAAAGATTGAATGGCTGGAAAGCCACCAAGATGCTGACATTGAAGACTTCAAAG 

30 CTAAGAAGAAGGAACTGGAAGAAATTGTTCAACCAATTATCAGCAAACTCTATG 
GAAGTGCAGGCCCTCCCCCAACTGGTGAAGAGGATACAGCAGAAAAAGATGAGT 
TGTAGACACTGATCTGCTAGTGCTGTAATATTGTAAATACTGGACTCAGGAACTT 
TTGTTAGGAAAAAATTGAAAGAACTTAAGTCTCGAATGTAATTGGAATCTTCACC 
TCAGAGTGGAGTTGAAACTGCTATAGCCTAAGCGGCTGTTTACTGCTTTTCATTA 

35 GCAGTTGCTCACATGTCTTTGGGTGGGGGGGAGAAGAAGAATTGGCCATCTTAA 
AAAGCGGGTAAAAAACCTGGGTTAGGGTGTGTGTTCACCTTCAAAATGTTCTATT 
TAACAACTGGGTCATGTGCATCTGGTGTAGGAGGTTTTTTCTACCATAAGTGACA 
CCAATAAATGTTTGTTATTTACACTGGTCTAATGTTTGTGAGAAGCTT 

40 SEQ ID NO: 709 

Human adenosine receptor (A2) gene, complete cds 
gi|177891|gb|M97370.1|HUMA2XXX[177891] 

GGCACGAGGCTGGCTGAGCCATGATGCTGCTGCCAGAACCCCTGCAGAGGGCCT 
GGTTTCAGGAGACTCAGAGTCCTCTGTGAAAAAGCCCTTGGAGAGGCGCCCCAG 
45 CAGGGCTGCACTTGGCTCCTGTGAGGAAGGGGCTCAGGGTCTGGGCCCCTCCGCC 
TGGGCCGGGCTGGGAGCCAGGCGGGCGGCTGGGCTGCAGCAATGGACCGTGAGC 
TGGCCCAGCCCGCGTCCGTGCTGAGCCTGCCTGTCGTCTGTGGCCATGCCATCAT 
GGGCTCCTCGGTGTACATCACGGTGGAGCTGGCCATTGCTGTGCTGGCCATCCTG 
GGCAATGTGCTGGTGTGCTGGGCCGTGTGGCTCAACAGCAACCTGCAGAACGTC 
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ACCAACTACTTTGTGGTGTCACTGGCGGCGGCCGACATCGCAGTGGGTGTGCTCG 
CCATCCCCTTTGCCATCACCATCAGCACCGGGTTCTGCGCTGCCTGCCACGGCTG 
CCTCTTCATTGCCTGCTTCGTCCTGGTCCTCACGCAGAGCTCCATCTTCAGTCTCC 
TGGCCATCGCCATTGACCGCTACATTGCCATCCGCATCCCGCTCCGGTACAATGG 
5 CTTGGTGACCGGCACGAGGGCTAAGGGCATCATTGCCATCTGCTGGGTGCTGTCG 
TTTGCCATCGGCCTGACTCCCATGCTAGGTTGGAACAACTGCGGTCAGCCAAAGG 
AGGGCAAGAACCACTCCCAGGGCTGCGGGGAGGGCCAAGTGGCCTGTCTCTTTG 
AGGATGTGGTCCCCATGAACTACATGGTGTACTTCAACTTCTTTGCCTGTGTGCTG 
GTGCCCCTGCTGCTCATGCTGGGTGTCTATTTGCGGATCTTCCTGGCGGCGCGAC 

1 0 GAC AGCTGAAGC AGATGGAGAGCCAGCCTCTGCCGGGGGAGCGGGCACGGTCC A 
CACTGCAGAAGGAGGTCCATGCTGCCAAGTCACTGGCCATCATTGTGGGGCTCTT 
TGCCCTCTGCTGGCTGCCCCTACACATCATCAACTGCTTCACTTTCTTCTGCCCCG 
ACTGCAGCCACGCCCCTCTCTGGCTCATGTACCTGGCCATCGTCCTCTCCCACACC 
AATTCGGTTGTGAATCCCTTCATCTACGCCTACCGTATCCGCGAGTTCCGCCAGA 

1 5 CCTTCCGCAAGATC ATTCGCAGCCACGTCCTGAGGCAGC AAGAACCTTTCAAGGC 
AGCTGGCACCAGTGCCCGGGTCTTGGCAGCTCATGGCAGTGACGGAGAGCAGGT 
CAGCCTCCGTCTCAACGGCCACCCGCCAGGAGTGTGGGCCAACGGCAGTGCTCC 
CCACCCTGAGCGGAGGCCCAATGGCTATGCCCTGGGGCTGGTGAGTGGAGGGAG 
TGCCCAAGAGTCCCAGGGGAACACGGGCCTCCCAGACGTGGAGCTCCTTAGCCA 

20 TGAGCTCAAGGGAGTGTGCCCAGAGCCCCCTGGCCTAGATGACCCCCTGGCCCA 
GGATGGAGCAGGAGTGTCCTGATGATTCATGGAGTTTGCCCCTTCCTAAGGGAAG 
• GAGATCTTTATGTTTOTGGTTGGGTTGAGGAGTGAOGTTGGGAGAAGAGAGAGAG 
i -i •.TGGGAGGAGACCCTGAGGGGAGCGGGTTGCTAGTTTGGACTGAGAGAAGGGAGG, > 
U. * iGCGAGGCTGGAGCAGGATGAGGGGGAGGAAGAAGGGCTTGGGT-TGTGAGG AAGG 

25 AGATGTTTCATGCTGTGAGGCCTTGCACCAGGTGGGGGCCAGAGCACCAGCAGC 
ATCTTTGCTGGGCAGGGCCCAGCCCTCCACTGCAGAAGCATCTGGAAGCACCACC 
TTGTCTCCACAGAGCAGCTTGGGCACAGCAGACTGGCCTGGCCCTGAGACTGGG 
GAGTGGCTCCAACAGCCTCCTGCCACCCACACACCACTCTCCCTAGACTCTCCTA 
GGGTTCAGGAGCTGCTGGGCCCAGAGGTGACATTTGACTTTTTTCCAGGAAAAAT 

30 GTAAGTGTGAGGAAACCCTTTTTATTTTATTACCTTTCACTCTCTGGCTGCTGGGT 
CTGCCGTCGGTCCTGCTGCTAACCTGGCACCAGAGCCTCTGCCGGGGAGCCTCAG 
GCAGTCCTCTCCTGCTGTCACAGCTGCCATCCACTTCTCAGTCCCAGGGCCATCTC 
TTGGAGTGACAAAGCTGGGATCAAGGACAGGGAGTTGTAACAGAGCAGTGCCAG 
AGCATGGGCCCAGGTCCCAGGGGAGAGGTTGGGGCTGGCAGGCCACTGGCATGT 

35 GCTGAGTAGCGCAGAGCTACCCAGTGAGAGGCCTTGTCTAACTGCCTTTCCTTCT 
AAAGGGAATGTTTTTTTCTGAGATAAAATAAAAACGAGCCACATCGTGTTTTAAG 
CTTGTCCAAATGAAAAAAAAAAAAAAAAA/ 

SEQ ID NO: 710 

40 za59g01.rl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:296880 5' 
similar to gb:M64925 55 KD ERYTHROCYTE MEMBRANE PROTEIN (HUMAN);, 
mRNA sequence gi|1273219|gb|W01240.1|W01240[1273219] 

GAGGAACATCTCTGCCAATGAGTTCTTGGAGTTTGGCAGCTACCAAGGCAACATG 
TTTGGCACCAAATTTGAAACAGTGCACCAGATCCATAAGCAGAACAAGATTGCC 
45 ATCCTTGACATTGAGCCCCAGACCCTGAAAATTGTTCGGACAGCAGAACTTTCGC 
CTTTCATTGTGTTCATTGCACCTACTGACCAGGGCACTCAGACAGAAGCCCTGCA 
GCAGCTGCAGAAGGACTCTGAGGCCATCCGCAGCCAGTACGCTCACTACTTTGAC 
CTCTCACTGGTCAATAATGGTGTTGATGAAACCCTTAANGAAATTACAAGAAGCC 
TTCGACCAAGCGTGCAGTTCTCCACAGTGGGGTGGCTGGTCTCCTGGGGTTTACT 



598 



WO 02/074979 



PCT/US02/08456 



NAAGCCTGGTAAGAATTGGGGGGAACCCACTTGGTATTGNCCCTCTTCCAGGATT 

TTGGAAATTCCAACCGGCCTTGGNTTTAAGAGAAAANAAGGGNTGGTTCCCACT 

AAT 



5 SEQIDNO:711 

ab36c08.rl Stratagene HeLa cell s3 937216 Homo sapiens cDNA clone IMAGE:842894 5' 
similar to TR-.G1256802 G1256802 SODIUM/POTASSIUM-TRANSPORTING ATPASE 
BETA-3 SUBUNIT.; mRNA sequence gi|2218877|gb|AA489275.1|AA489275[2218877] 
CTGGCCGAGTGGAAGCTCTTCATCTACAACCCGACCACCGGAGAATTCCTGGGGC 

10 GCACCGCAAGAGCTGGGGTTTGATCTTGCTCTTCTACCTAGTTTTTTATGGGTTCC 
TGGCTGCACTCTTCTCATTCACGATGTGGGTTATGCTTCAGACTCTCAACGATGA 
GGTTCCAAAATACCGTGACCAGATTCCTAGCCCAGGACTCATGGTTTTTCCAAAA 
CCAGTGACCGCATTGGAATATACATTCAGTAGGTCTGATCCAACTTCGTATGCAG 
GGTACATTGAAGACCTTAAGAAGTTTCTAAAACCATATACTTTAGAAGAACAGA 

1 5 AGAACCTCACAGTCTGTCCTGATGGAGCACTTTTTGAAC AGAAGGGTCCAGTTTA 
TGTTGCATGTCAGTTTCCTATTTCATTACTTCAAGCATGCAGTGGTATGAATGATC 
CTGATTTTGGCTATTCTCAAGGAAAC 



SEQ ID NO: 712 

20 za24e08.sl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:293510 3', 
mRNA sequence gi|1225735jgb|N69574.1|N69574[1225735] 

'+:' i;;/- ' v r'aactaatattaaatagtaaatttaatgtgtattaatattgtgatataaiattgnn ., -s 

^biatgigact - 
25 tggcagtgaatagaacagtgattgttcatactacttggatctactgccttaattt 
atactaggatgtcaatccaccattgattttggaccatcagtgccaatgtcnacgt 
agccaaaaaggccaat 



SEQ ID NO: 713 

30 Human mRNA for gamma-interferon inducible early response gene (with homology to 
platelet proteins) gi|33917|emb|X02530.1|HSINFGER[33917] 

GAGACATTCCTCAATTGCTTAGACATATTCTGAGCCTACAGCAGAGGAACCTCCA 
GTCTCAGCACCATGAATCAAACTGCGATTCTGATTTGCTGCCTTATCTTTCTGACT 
CTAAGTGGCATTCAAGGAGTACCTCTCTCTAGAACCGTACGCTGTACCTGCATCA 

35 GCATTAGTAATCAACCTGTTAATCCAAGGTCTTTAGAAAAACTTGAAATTATTCC 
TGCAAGCCAATTTTGTCCACGTGTTGAGATCATTGCTACAATGAAAAAGAAGGGT 
GAGAAGAGATGTCTGAATCCAGAATCGAAGGCCATCAAGAATTTACTGAAAGCA 
GTTAGCAAGGAAATGTCTAAAAGATCTCCTTAAAACCAGAGGGGAGCAAAATCG 
ATGCAGTGCTTCCAAGGATGGACCACACAGAGGCTGCCTCTCCCATCACTTCCCT 

40 ACATGGAGTATATGTCAAGCCATAATTGTTCTTAGTTTGCAGTTACACTAAAAGG 
TGACCAATGATGGTCACCAAATCAGCTGCTACTACTCCTGTAGGAAGGTTAATGT 
TCATCATCCTAAGCTATTCAGTAATAACTCTACCCTGGCACTATAATGTAAGCTCT 
ACTGAGGTGCTATGTTCTTAGTGGATGTTCTGACCCTGCTTCAAATATTTCCCTCA 
CCTTTCCCATCTTCCAAGGGTACTAAGGAATCTTTCTGCTTTGGGGTTTATCAGAA 

45 TTCTCAGAATCTCAAATAACTAAAAGGTATGCAATCAAATCTGCTTTTTAAAGAA 
TGCTCTTTACTTCATGGACTTCCACTGCCATCCTCCCAAGGGGCCCAAATTCTTTC 
AGTGGCTACCTACATACAATTCCAAACACATACAGGAAGGTAGAAATATCTGAA 
AATGTATGTGTAAGTATTCTTATTTAATGAAAGACTGTACAAAGTATAAGTCTTA 
GATGTATATATTTCCTATATTGTTTTCAGTGTACATGGAATAACATGTAATTAAGT 
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ACTATGTATCAATGAGTAACAGGAAAATTTTAAAAATACAGATAGATATATGCTC 
TGCATGTTACATAAGATAAATGTGCTGAATGGTTTTCAAATAAAAATGAGGTACT 
CTCCTGGAAATATTAAGAAAGACTATCTAAATGTTGAAAGATCAAAAGGTTAAT 
AAAGTAATTATAACT 

5 

SEQ ID NO: 714 

ab21g06.rl Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE: 841498 5' similar 
to gb:X54304 MYOSIN REGULATORY LIGHT CHAIN 2, NONSARCOMERIC 
(HUMAN);, mRNA sequence gi|2217534|gb|AA487370.1|AA487370[2217534] 

1 0 ACAAGGAAGATTTGCATGATATGCTTGCTTCTCTAGGGAAGAATCCCACTGATGC 
ATACCTTGATGCCATGATGAATGAGGCCCCAGGGCCATTCAATTTCACCATGTTC 
CTGACCATGTTTGGTGAGAAGTTAAATGGCACAGATCCTGAAGATGTCATCAGA 
AACGCCTTTGCTTGCTTTGATGAAGAAGCAACAGGCACCATTCAGGAAGATTACC 
TAAGAGAGCTGCTGACAACCATGGGGGATCGGTTTACAGATGAGGAAGTGGATG 

1 5 AGCTGTACAGAGAAGC ACCT ATTGACAAAAAGGGGAATTTC AATT AC ATCGAGT 
TCACACGCATCCTGAAACATGGAGCCAAAGACAAAGATGACTGAAAGAACTTTA 
G 



SEQ ID NO: 715 
20 H.sapiens mRNA for central cannabinoid receptor 
gi|736236|emb|X81120.1|HSCANN6[736236] 

■' ' • • iTCGGCTTATTTGTTTTGCGTCCTCTTAGGATTGCCGCCTGTGGGTCAGTTTCTCAGT 
",< ' '^GATTTTGAGCTC AGCC.TAATOAAAGACTGAGGTTATGAAGTGGATCCT AGATGGC .:' 



•25 ATGACATTCAGTACGAAGACATCAAAGGTGACATGGGATCCAAATTAGGGTACT 
TCCCACAGAAATTCCCTTTAACTTCCTTTAGGGGAAGTCCCTTCCAAGAGAAGAT 
GACTGCGGGAGACAACCCCCAGCTAGTCCCAGCAGACCAGGTGAACATTACAGA 
ATTTTACAACAAGTCTCTCTCGTCCTTCAAGGAGAATGAGGAGAACATCCAGTGT 
GGGGAGAACTTCATGGACATAGAGTGTTTCATGGTCCTGAACCCCAGCCAGCAG 

30 CTGGCCATTGCAGTCCTGTCCCTCACGCTGGGCACCTTCACGGTCCTGGAGAACC 
TCCTGGTGCTGTGCGTCATCCTCCACTCCCGCAGCCTCCGCTGCAGGCCTTCCTAC 
CACTTCATCGGCAGCCTGGCGGTGGCAGACCTCCTGGGGAGTGTCATTTTTGTCT 
ACAGCTTCATTGACTTCCACGTGTTCCACCGCAAAGATAGCCGCAACGTGTTTCT 
GTTCAAACTGGGTGGGGTCACGGCCTCCTTCACTGCCTCCGTGGGCAGCCTGTTC 

35 CTCACAGCCATCGACAGGTACATATCCATTCACAGGCCCCTGGCCTATAAGAGGA 
TTGTCACCAGGCCCAAGGCCGTGGTGGCGTTTTGCCTGATGTGGACCATAGCCAT 
TGTGATCGCCGTGCTGCCTCTCCTGGGCTGGAACTGCGAGAAACTGCAATCTGTT 
TGCTCAGACATTTTCCCACACATTGATGAAACCTACCTGATGTTCTGGATCGGGG 
TCACCAGCGTACTGCTTCTGTTCATCGTGTATGCGTACATGTATATTCTCTGGAAG 

40 GCTCACAGCCACGCCGTCCGCATGATTCAGCGTGGCACCCAGAAGAGCATCATC 
ATCCACACGTCTGAGGATGGGAAGGTACAGGTGACCCGGCCAGACCAAGCCCGC 
ATGGACATTAGGTTAGCCAAGACCCTGGTCCTGATCCTGGTGGTGTTGATCATCT 
GCTGGGGCCCTCTGCTTGCAATCATGGTGTATGATGTCTTTGGGAAGATGAACAA 
GCTCATTAAGACGGTGTTTGCATTCTGCAGTATGCTCTGCCTGCTGAACTCCACC 

45 GTGAACCCCATCATCTATGCTCTGAGGAGTAAGGACCTGCGACACGCTTTCCGGA 
GCATGTTTCCCTCTTGTGAAGGCACTGCGCAGCCTCTGGATAACAGCATGGGGGA 
CTCGGACTGCCTGCACAAACACGCAAACAATGCAGCCAGTGTTCACAGGGCCGC 
AGAAAGCTGCATCAAGAGCACAGTCAAGATTGCCAAGGTAACCATGTCTGTGTC 
CACAGACACGTCTGCCGAGGCTCTGTGAGCCTGATGCCTCCCTGGCAGCACAGG 
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AAAAGAATTTTTTTTTTTAAGCTCAAAATCTAGAAGAGTCTATTGTCTCCTTGGTT 
ATATTTTTTTAACTTTACCATGCTCAATGAAAAGGTGATTGTCACCATGATCACTT 
ATCAGTTTGCTAATGTTTCCATAGTTTAGGTACTCAAACTCCATTCTCCAGGGGTT 
TACAGTGAAGAAAGCCTGTTGTTTAAGTGACTGAACGATCCTTCAAAGTCTCAAT 
5 GAAATAGGAGGGAAACCTTTGGCTACACAATTGGAAGTCTAAGAACCCATGGAA 
AAATGCCATCAAATGAATAATGCCTTTGTAACCACAACTTTCACTATAATGTGAA 
ATGTAACTGTCCGTAGTATCAGAGATGTCCATTTTTACAAGTTATAGTACTAGAG 
ATATTTTGTAAAATGTATTATGTCCTGTGAGATGTGTATCAGTGTTTATGTGCTAT 
TAATATTTGTTTAGTTCAGCCAAACTGAAAGGTAGACTTTTATGAGAACAATGGA 
1 0 C AAGCAGTGGATACGTGTCAATGTGTGCACTTTTTTTCTATATTATTGCCC ATGAT 
ATAACTTTAGAAATAAACCTTAATATTTCTTCCCAAAAAAAAAAA 

SEQ ID NO: 716 

Human mRNA for dihydropteridine reductase (hDHPR) 

15 gi|30818|emb|X04882.1|HSDHPR[30818] 

CGGAGCCGGGCTGGCAGGAGCAGGATGGCGGCGGCGGCGGCTGCAGGCGAGGC 
GCGCCGGGTGCTGGTGTACGGCGGCAGGGGCGCTCTGGGTTCTCGATGCGTGCA 
GGCTTTTCGGGCCCGCAACTGGTGGGTTGCCAGCGTTGATGTGGTGGAGAATGAA 
GAGGCCAGCGCTACGATCATTGTTAAAATGACAGACTCGTTCACTGAGCAGGCT 

20 GACCAGGTGACTGCTGAGGTTGGAAAGCTCTTGGGTGAAGAGAAGGTGGATGCA 
ATTCTTTGCGTTGCTGGAGGATGGGCCGGGGGCAATGCCAAATCCAAGTCTCTCT 
■ . ;\ =-~ 3PTAAGAACTGTGACCTGATGTGGAAGC AGAGG AT ATGGAC ATCGACG AT.GTGG A- 
, ; . r vGGCATCTGGG.TACGAAGCATGTGAAGGAAGGAGGGCTCGTGAGC'TTGGCTGGCGC 5 ' 
AAAGGCTGCCCTGGATGGGAGTGGTGGTATGATGGGGTACGGCATGGCGAAGGG 

25 TGCTGTTCACCAGCTCTGCCAGAGCGTGGCTGGGAAGAACAGCGGCATGCCGCC 
CGGGGCAGCCGCCATCGCTGTGCTCCCGGTTACCCTGGATACCCCGATGAACAGG 
AAATCAATGCCTGAGGCTGACTTCAGCTCCTGGACACCCTTAGAATTCCTAGTTG 
AAACTTTCCATGACTGGATCACAGGGAAAAACCGACCGAGCTCAGGAAGCCTAA 
TCCAGGTGGTAACCACAGAAGGAAGGACGGAACTCACCCCAGCATATTTTTAGG 

30 CCTCATCTCAGTGCCTATGAGGGGCCTGCCAGAAAAGTCACTAACCTGTCTCAGT 
GTGGCCTTGTCCAGCCTTGTGTTTTCTGTAACCCCTGTTTGTGGTACGAGATAATG 
AGTCCTATTTTTCTCTCACATAATATGCATTTGCTCTCCTAGGACAGTGTAATACA 
TTTATGTGAAGTAAAGACATGCGAGACTGGTGGCCTGCAAATAGCATCCGTCAAT 
CTGTGTTAACTGCATAGGGAGGGCTCTGCATAGCACCTGCTATAGCGGTGTCATG 

35 TTGGATCGCTTTTGTGACTGTTCATCTGTCCTTGACAGTGGCTGTCATCTTGACTA 
CTTTGTTGATTTGTTGGTATTGGGGACATTTTAAAGGCTGAGTTATTTTTGAATGT 
CATGTTTATGTCATAGACGTAGTTTTCGCATCCTTGAATTAAACTGCCTTAACTCC 
TTTTGTGGTAT 

40 SEQ ID NO: 717 

aa24gl2.rl NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE: 8 14246 5' similar to 
gb:D00762 PROTEASOME COMPONENT C8 (HUMAN);, mRNA sequence 
gi|2191760|gb|AA465593.1|AA465593[2191760] 

CGATGACTCAATCGGCACTGGGTATGACCTGTCAGCCTCTACATTCTCTCCTGAC 
45 GGAAGAGTTTTTCAAGTTGAATATGCTATGAAGGCTGTGGAAAATAGTAGTACA 
GCTATTGGAATCAGATGCAAAGATGGTGTTGTCTTTGGGGTAGAAAAATTAGTCC 
TTTCTAAACTTTATGAAGAAGGTTCCAACAAAAGACTTTTTAATGTTGATCGGCA 
TGTTGGAATGGCAGTAGCAGGTTTGTTGGCAGATGCTCGTTCTTTAGCAGACATA 
GCAAGAGAAGAAGCTTCCAACTTCAGATCTAACTTTGGCTACAACATTCCACTAA 
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AACATCTTGCAGACAGAGTGGCCATGTATGTGCATGCATATACACTCTACAGTGC 
TGTTAGACCTTTTGGGCTGCAGTTTCA 

SEQ ID NO: 718 

5 zxl0e07.sl Soares_total_fetus_Nb2HF8_9w Homo sapiens cDNA clone IMAGE:786084 3*, 
mRNA sequence gi|2162337|gb|AA448667.1|AA448667[2162337] 

ATAAATCTATAGTTTTATTAAGACAAAAACTGACAATGTAGTATGAAGTTTACAT 
TTAAA 

CAAAGTTTACACAGGAATCTAACACATGCCTAAAAGAATTTTACAACGTAGCTCT 
1 0 AGATGCAAGTCTAGAC AATATCAAGAACTGATGGTTCTCATGACTC AAGACAGA 
GCATTTTGGGTATGTTACTTATTAGGATTTCTTAAAAAATTGTTTTGTGTGTGTAT 
GTGTGTGTTTTAAAGTGAACCACTGCCCAATATGAAAGTTTAATCTTCTCCTGAG 
ACCAAGGCTTTTGAAATCACTAAACTCTTGGATCAATTCAGTGAAACTTGTGCTG 
TCAGTGACTGAACCCTGCCAACAATGGTTTCAGTGTTCAAAGCTCAAAGAAAAC 
15 GGCT 

SEQ ID NO: 719 

Human hyaluronate receptor (CD44) gene, exon 1 
gi|180127|gb|M69215.1|HUMSCG01[180127] 
20 TGGTTTGTGGTTTTTATGAAGAGATGTGAAAAAGGAAGTGTGGAATGATGGGAT 
GAGAAGTTGTATGGGGAAGATGAATAGAAGAATTAGGTGGTTGAATAAAATTAA 
: 'AAGGTGTGTGGTTGGATGAATGAATGAGTGGGATGATAGATGGAGCTAAGTGGT 
■ ,•; \ ; 'TAGTGGATGGACAGGAGGATGGAT . 
. : : : 

25 GAGCATGTGTGTGGAGAGAGGTGCGCATTCACACTGGCTTGAACACATGGGTTA 
GCTGAGCCAAATGCCAGCCCTATGACAGGCCATCAGTAGCTTTCCCTGAGCTGTT 
CTGCCAAGAAGCTAAAATTCATTCAAGCCATGTGGACTTGTTATTGAGGGGAAA 
AAGAATGAGCTCTCCCTCTTTCCACTTGGAAGATTCACCAACTCCCCACCCCTCA 
CTCCCCACTGTGGGCACGGAGGCACTGCGCCACCCAGGGCAAGACCTCGCCCTCT 

30 CTCCAGCTCCTCTCCCAGGATATCCAACATCCCTGTGAAACCAGAGATCTTGCTC 
CAGCCGGATTCAGAGAAATTTAGCGGGAAAGGAGAGGCCAAAGGCTGAACCCA 
ATGGTGCAAGGTTTTACGGTTCGGTCATCCTCTGTCCTGACGCCGCGGGGCCAGC 
GGGAGAAGAAAGCCAGTGCGTCTCTGGGCGCAGGGGCCAGTGGGGCTCGGAGG 
CACAGGCACCCCGCGACACTCCAGGTTCCCCGACCCACGTCCCTGGCAGCCCCGA 

35 TTATTTACAGCCTCAGCAGAGCACGGGGCGGGGGCAGAGGGGCCCGCCCGGGAG 
GGCTGCTACTTCTTAAAACCTCTGCGGGCTGCTTAGTCACAGCCCCCCTTGCTTGG 
GTGTGTCCTTCGCTCGCTCCCTCCCTCCGTCTTAGGTCACTGTTTTCAACCTCGAA 
TAAAAACTGCAGCCAACTTCCGAGGCAGCCTCATTGCCCAGCGGACCCCAGCCTC 
TGCCAGGTTCGGTCCGCCATCCTCGTCCCGTCCTCCGCCGGCCCCTGCCCCGCGC 

40 CCAGGGATCCTCCAGCTCCTTTCGCCCGCGCCCTCCGTTCGCTCCGGACACCATG 
GACAAGTTTTGGTGGCACGCAGCCTGGGGACTCTGCCTCGTGCCGCTGAGCCTGG 
CGCAGATCGGTGAGTGCCCGCCGCAGGCTGGGCAGCAAGATGGGTGCGGGGTGC 
TCAGCGCGGAC 

45 SEQ ID NO : 720 

yi63g06.rl Soares placenta Nb2HP Homo sapiens cDNA clone IMAGE: 143962 5', mRNA 
sequence gi|85 1402|gb|R76770. 1 |R76770[85 1402] 

AATTCGGAACGAGGNCTGTACAACACAGTGTCATACAGGGATAATGCTATCATA 
TTTAATATGAAACAGTGTTACGGGCACAAATTACCCATTTCTACAAAATAAGTGT 
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GCAAGTGATGCCACATATTATCCATATTCAACTGAGCTGTCATCAAAATACATTT 
TATTTACAATATGTACTATGATCAGTTGGATATTAAGTTCTAAAATGATTTACTTC 
ACTGCTACATTATAAAGGTAAAAGCAATGTGTAGGAAAAAGTGTGAGATTGTGT 
TTTTACATACTGCTTTTGTAGTTGCCATCGCTGGTTCAGTTCGACTTATAACATAT 
5 GTCTTGCTTGTAGGATTTAACACCTCCAATAGGGGATTCTTCTAACATTACAGGA 
GGATTCTTAGGGGATCCGGGGCTTTTTCANCAGTATAT 



SEQ ID NO: 721 

yi07h02.rl Soares placenta Nb2HP Homo sapiens cDNA clone IMAGE: 138579 5', mRNA 

10 sequence gi|835174|gb|R63295.1|R63295[835174] 

AATTCGGAACGAGGGAGAAATCAGTCTGGTTTCCATCCCAGTCGGGGAAGAGAG 
AGGTGAGAGGGAATCAGAACGTACCTAGTTGATTCCTTGGTGACAAGTGCAATG 
GGGTATGGGTAGAATTTATTTTCAGAGCCAAGAGGACTTGATGGTTATAAATAAA 
GTTGCCTTTAGCAATGGAATTTACAGATCGATCATGTTGTTCCNAAAGATGTGAA 

1 5 T AGGATCCACAATAAC AAGTTGATTC AGACTAATGTAGATATTTAGATTAGC AAG 
TATTGAACATTTGATTTCTTAGGACTGAGCTTTTAAATGAATTTCCATTATTTCTT 
CC 



SEQ ID NO: 722 
20 Homo sapiens P2U nucleotide receptor mRNA, complete cds 
gi|984506|gb|U07225.1|HSU07225[984506] 

. - GGG.GACGAGGCACCCGGAGAGGAGAAGCGCAGCG€AGTGGCGAGAGGAGCCCC 



*«, - aggcctggggacgtigttttxggtgtttcccgcagagttccctgcagcccggtcga <l 

25 ggtccaggcgtgtgcattcatgagtgaggaacccgtgcaggcgctgagcatcct; 
gacctggagagcaggggctggtcagggcgatggcagcagacctgggcccctgga 
atgacaccatcaatggcacctgggatggggatgagctgggctacaggtgccgct 
tcaacgaggacttcaagtacgtgctgctgcctgtgtcctacggcgtggtgtgcgt 
gcttgggctgtgtctgaacgccgtggcgctctacatcttcttgtgccgcctcaag 

30 acctggaatgcgtccaccacatatatgttccacctggctgtgtctgatgcactgt 
atgcggcctccctgccgctgctggtctattactacgcccgcggcgaccactggcc 
cttcagcacggtgctctgcaagctggtgcgcttcctcttctacaccaacctttact 
gcagcatcctcttcctcacctgcatcagcgtgcaccggtgtctgggcgtcttacg 
acctctgcgctccctgcgctggggccgggcccgctacgctcgccgggtggccggg 

35 gccgtgtgggtgttggtgctggcctgccaggcccccgtgctctactttgtcacca 
ccagcgcgcgcgggggccgcgtaacctgccacgacacctcggcacccgagctct 
tcagccgcttcgtggcctacagctcagtcatgctgggcctgctcttcgcggtgcc 
ctttgccgtcatccttgtctgttacgtgctcatggctcggcgactgctaaagccag 
cctacgggacctcgggcggcctccctagggccaagcgcaagtccgtgcgcacca 

40 tcgccgtggtgctggctgtcttcgccctctgcttcctgccattccacgtcacccgc 
accctctactactccttccgctcgctggacctcagctgccacaccctcaacgccat 
caacatggcctacaaggttacccggccgctggccagtgctaacagttgccttgac 
cccgtgctctacttcctggctgggcagaggctcgtacgctttgcccgagatgcca 
agccacccactggccccagccctgccaccccggctcgccgcaggctgggcctgcg 

45 cagatccgacagaactgacatgcagaggataggagatgtgttgggcagcagtga 

GGACTTCAGGCGGACAGAGTCCACGCCGGCTGGTAGCGAGAACACTAAGGACAT 
TCGGCTGTAGGAGCAGAACACTTCAGCCTGTGCAGGTTTATATTGGGAAGCTGTA 
GAGGACCAGGACTTGTGCAGACGCCACAGTCTCCCCAGATATGGACCATCAGTG 
ACTCATGCTGGATGACCCCATGCTCCGTCATTTGACAGGGGCTCAGGATATTCAC 
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TCTGTGGTCCAGAGTCAACTGTTCCCATAACCCCTAGTCATCGTTTGTGTGTATAA 
GTTGGGGGAATTAAGTTTCAAGAAAGGCAAGAGCTCAAGGTCAATGACACCCCT 
GGCCTGACTCCCATGCAAGTAGCTGGCTGTACTGCCAAGGTACCTAGGTTGGAGT 
CCAGCCTAATCAAGTCAAATGGAGAAACAGGCCCAGAGAGGAAGGTGGCTTACC 
5 AAGATCACATACCAGAGTCTGGAGCTGAGCTACCTGGGGTGGGGGCCAAGTCAC 
AGGTTGGCCAGAAAACCCTGGTAAGTAATGAGGGCTGAGTTTGCACAGTGGTCT 
GGAATGGACTGGGTGCCACGGTGGACTTAGCTCTGAGGAGTACCCCCAGCCCAA 
GAGATGAACATCTGGGGACTAATATCATAGACCCATCTGGAGGCTCCCATGGGC 
TAGGAGCAGTGTGAGGCTGTAACTTATACTAAAGGTTGTGTTGCCTGCTAAAAAA 
10 AA 

SEQ ID NO: 723 

aa50e04.sl NCI_CGAP_GCB1 Homo sapiens cDNA clone IMAGE:824382 3', mRNA 
sequence 

15 gi|2219301|gb|AA489699.1|AA489699[2219301] 

TTTTTTTTTTTGAAATAATTGAAGAATTCAGTTAAATATTTATTGAACAAATGCAG 
AGTA 

AATGAACTAAGGGCTGTTATAACCTTAAGTTACAACAAACAACTTCAAATATTCA 
GAGGGCTGTCACACAGAGAATGAAAGACTTGCTCAGTATTTCTCCAAAGGGCAG 
20 AACTTGAGCCAAGGGATAAATATAAGCAACCAATGGGCTGCAGGATAGTTGTAC 
AAAGTGTATCATGTATCTTCATAGCTTCTTTGCCCATATAATGCATTCCACACTTA 
; ' ' • • •< AGTTTGTCCTTGTAAAAGGGGAG AGGACAAGTTAATATGTCTGATAAATGTCTT A 




25 GTTCCTiCAGCTATGTTTCTGTATCCTACATTAGTGGCTCTCAGGAGG . * 



SEQ ID NO: 724 

HUMHBC4799 Human pancreatic islet Homo sapiens cDNA similar to alpha-1 
antichymotrypsin, mRNA sequence gi|1262485|dbj|D83812.1|D83812[1262485] 

30 CGCAGACAATGATGGTCCTGGTGAATTACATCTTCTTTAAAGCCAAATGGGAGAT 
GCCCTTTGACCCCCAANATACTCATCAGTCAAGGTTCTACTTGAGCAAGAAAAAG 
TGGGTAATGGTGCCCATGATGAGTTTGCATCACCTGACTATACCTTACTTCCGGG 
ACGAGGAGCTGTCCTGCACCGTGGTGGAGCTGAAGTACACAGGCAATGCCAGCG 
CACTCTTCATCCTCCCTGATCAAGACAAGATGGAGGAAGTGGAAGCCATGCTGCT 

35 CCCANAGACCCTGAAGCGGTGGAGAGACTCTCTGGAGTTCANAGAGATAGGTGA 
GCTCTACCTGCCAAAGTTTTCCANCTCGAGGGACTATAACCTGAACGACATNCTT 
CTCCAGCTGGGCATTGAGGAAGCCTTC 

SEQ ID NO: 725 

40 zx84cl2.sl Soares ovary tumor NbHOT Homo sapiens cDNA clone IMAGE:8 10454 3', 
mRNA sequence gi|2179839|gb|AA457119.1|AA457119[2179839] 

CTCATCAAAACATGATTTATTAATTTTAAGCAAGAGTAAGCATATGTGATAGTGG 
CCAGCTTGGGGATAGAACTCTTCCTGGTTGATGCACAGTTCAGCACCTGTTGGGT 
CTTGGCTGTTGGGATGATAATTCTTTTGGGTGAGGGGAACAGCCGTGGTCAAGGC 
45 TGCCTGCACCCCCATCCAGGCACAGGACCCTGGGCAAAGTCTCAAAAGAGGTAG 
TGTTTTTACTTTCGCACCAACAATACAACATAAGTATTGGGTACAAAAGAGGAGA 
TTTCCTTCCCCTCTACCTCAACGGGCAAAAGGCCTTCCATCTTCAGAAGAGGCTT 
GTGAGGACCATCGGTTGGATGACCTCCTAGTGAGTTCTGGCTCCCATTCAGAGCA 
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CAGAGAAACCCACAAAAGGGGCCTGTGGATCTGGTTCCAGGTCTCAAGGGTACA 
GCTTGGTTACATCCCCAGGCCCC 



SEQ ID NO: 726 

5 yul0b07.rl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:233365 5', 
mRNA sequence gi|1057977|gb|H79888.1|H79888[l 057977] 

GGCACGAGAATNGAGGCACAATATAGCACTGACTGAGTTGTAAAGCCTCCTGCC 
TGGAGACTTCAGTTATAGCTGTAATAATTAATCTTATTTATAAAAGCCACTCCAC 
TAACCTTTTCTCTCCAACTGTAAACACAGAGACAGCTTTGGGAATAAGCCAAAAA 
1 0 CAGGGTGATCTCATTAGATTTTGAAGATATATGACTCCTTTGGGCTAC ATTTCATA 
TTGATCAATTTCTAGGTATTTTTCACTGGCCCAAAGTATTGCATTCCCTTAACAGC 
AAGCACAAGTTCTCTATATCACTTGTTTTTTGTTGTTGTTGTTGTTGTCGTCGTTGT 
TTTGAGGACGGAGTTTTGNCTCAGGTGCCCCGGNAGTGGCAGTGGTGCAATCTCA 
GCTCACTGGCAACCTCCACCTCCGGGGGTTCAAGGCAATTCTCCGGTT 

15 

SEQ ID NO: 727 

yr38gl0.sl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:207618 3' 
similar to gb:L24038_rnal A-RAF PROTO-ONCOGENE SERINE/THREONINE- 
PROTEIN KINASE (HUMAN);, mRNA sequence 

20 gi|1012590|gb|H59758.1|H59758[1012590] 

AATNATTAACAAGCAAAGGCCCAGCAGAATTCTGTGCTTCTTGGTGAAGAAAGA 

■■>-: GAGGAGTGCTTGAATGGGGGGGGAGAGAGAAAAGGGACCCCCCAAA^T.CCACAT , 

, i <s. « GGGGTGCTGGGAACGGCAAAATGCAGTGG^AGGCAGATCAGGGACAAAarTGGAG :. : 
; vAGAGGTTGTGAGTGGAATCCGTGCCAGAAATCCCAGCCATTGGAGATGGAGGAG 

25 . CTCCCA A AATTTAGA AGTATCCCCAAAGCCAAGAGGAAACCAA ATGATGGGAGG 
AGACAGGGGGCTCAGTCTTTGGGCGGGGGTCCCCCAATTTCCAGAAGAACTGGG 
AAAAGGCACATGGGGGNCCCCCTTCATCTTCCCGGGGTGGGGGAATGGGGGGAT 
TCCTNAGGGCAGCNTCAGGGGCAGAGACGAACTTTGTTTGGGTTGGTNGGGCAA 
GGTTCCTTGGGCTTNGGAG 

30 

SEQ ID NO: 728 

Human thyroid hormone receptor alpha 1 (TR-alpha-1) gene, complete cds 
gi|339662|gb|M24748.1|HUMTHRAlA[339662] 

TGCCGGGGGGGCCAGTGTGCCCACCCCAGTCTCTTGGCGTGCTGGAGGGCATCCT 
35 GGATGGAATTGAAGTGAATGGAACAGAAGCCAAGCAAGGTGGAGTGTGGGTCA 
GACCCAGAGGAGAACAGTGCCAGGTCACCAGATGGAAAGCGAAAAAGAAAGAA 
CGGCCAATGTTCCCTGAAAACCAGCATGTCAGGGTATATCCCTAGTTACCTGGAC 
AAAGACGAGCAGTGTGTCGTGTGTGGGGACAAGGCAACTGGTTATCACTACCGC 
TGTATCACTTGTGAGGGCTGCAAGGGCTTCTTTCGCCGCACAATCCAGAAGAACC 
40 TCCATCCCACCTATTCCTGCAAATATGACAGCTGCTGTGTCATTGACAAGATCAC 
CCGCAATCAGTGCCAGCTGTGCCGCTTCAAGAAGTGCATCGCCGTGGGCATGGCC 
ATGGACTTGGTTCTAGATGACTCGAAGCGGGTGGCCAAGCGTAAGCTGATTGAG 
CAGAACCGGGAGCGGCGGCGGAAGGAGGAGATGATCCGATCACTGCAGCAGCG 
ACCAGAGCCCACTCCTGAAGAGTGGGATCTGATCCACATTGCCACAGAGGCCCA 
45 TCGCAGCACCAATGCCCAGGGCAGCCATTGGAAACAGAGGCGGAAATTCCTGCC 
CGATGACATTGGCCAGTCACCCATTGTCTCCATGCCGGACGGAGACAAGGTGGA 
CCTGGAAGCCTTCAGCGAGTTTACCAAGATCATCACCCCGGCCATCACCCGTGTG 
GTGGACTTTGCCAAAAAACTGCCCATGTTCTCCGAGCTGCCTTGCGAAGACCAGA 
TCATCCTCCTGAAGGGGTGCTGCATGGAGATCATGTCCCTGCGGGCGGCTGTCCG 
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CTACGACCCTGAGAGCGACACCCTGACGCTGAGTGGGGAGATGGCTGTCAAGCG 
GGAGCAGCTCAAGAATGGCGGCCTGGGCGTAGTCTCCGACGCCATCTTTGAACT 
GGGCAAGTCACTCTCTGCCTTTAACCTGGATGACACGGAAGTGGCTCTGCTGCAG 
GCTGTGCTGCTAATGTCAACAGACCGCTCGGGCCTGCTGTGTGTGGACAAGATCG 
5 AGAAGAGTCAGGAGGCGTACCTGCTGGCGTTCGAGCACTACGTCAACCACCGCA 
AACACAACATTCCGCACTTCTGGCCCAAGCTGCTGATGAAGGTGACTGACCTCCG 
CATGATCGGGGCCTGCCACGCCAGCCGCTTCCTCCACATGAAAGTCGAGTGCCCC 
ACCGAACTCTTCCCCCCACTCTTCCTCGAGGTCTTTGAGGATCAGGAAGTCTAAA 
GCCTCAGGCGGCCAGAGGGTGTGCGGAGCTGGTGGGGAGGAGCCTGGAGAGAA 

1 0 GGGGCAGAGCTGGGGGCTGAGGGAGACCCCCCCACACCCCTTCTCTCCTTCCTCT 
CGTCCTTGGATAGATTCAGCTCCCACACACACACCCCGCACTGCCCAGGTCCCTC 
CTCAGACCTCCAGCCCTGGGACAGGGCAAACAACTGAACTTGCTATGGAAAGGA 
CAGTGTGGGAGGCTGGGGGAGCTGTGTCCTGCAGTTCCCAGGACCCCATCCTCTC 
AGAAGGTAGGGGAAGGGCGGGAGGATTGAGAAGGGACAAGCCACCTTGACCGT 

1 5 AGGGGAAGGAGGAATGTGGGCTGGGGGAAGATGCCCTC AACTCACCCCCTC ACA 
CACATGAGAGAGAGCCCCCACCCAGTTCCTTGGCCTAGGTCTCCCCTCCAGGCTG 
AGGGCCTCTCTACTTCCCCAGATGCCTGGGTGCAAAGAACGGCTTGGCTTGGCTC 
CTCCTCTGGAGGTTAAAATTTATAGTCATTCTAACTGCACTTGGAAACCAAGCAA 
GGGGAGAAGACAAATGAAGAAAAACT 

20 

SEQ ID NO: 729 

. •-•'.;! is;>'ae40dO5iSl..GessleE Wilms tumor Holno Sapiens cBNA clone lMAGE:898281.3'- similiar to . . 
■?: , • 

fi ti|24322^|gb[AA598978;l|AA598978C2432277] '■ ' ' : h-y i ••;.;,£>. : ..w?. • .vv A*., ■: '<■■ 
25 xxTTTTTTTAATGGAAGCAAAACTTTATTCCTCTTGGCTGGAGAAGAGAACTAGT 
GGGTGGTTGTGTACAGGACCCCCATCCCTCACCCCTCCCAGAACCAAAGAAGAC 
AAGCAGCGCCACCAAATGGCTCCCTCTGCCCAAGTGAAAGCCGAGAGGTCAGCG 
GCTGGCTGGGGAGGCAGGTGAGCGCACACGGCACAGGGCAGGGGCGGCTGCAG 
TGACAGGCGGGCGGCCAGGGCGGCCTGGGCCGGGGTTGAGGGGAAGAGGGCGG 
30 GGCTGCTTGGGTAGCGGGGCAGGCTTGGGGGCTGCCGGCTGGCACGGGCCCCAG 
ACTCAGGGCACCACAACGCGGTAGGGGCTGCCTGGGATGTGCTCGTCCCCCCATT 
TGACCACCAGTGTGTAATCCCCCTTGTCCTTGAGCAGGTAGGACACGCTGTAGAG 
CCGGATTGCCAAGTTCTTTACCAGGAGTTTCCCGCAGGGGGCCTTTGGCCATTAA 
CCCCACC 

35 

SEQ ID NO: 730 

yr86d03.sl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:212165 3' 
similar to gb:Z22548 THIOL-SPECIFIC ANTIOXIDANT PROTEIN (HUMAN);, mRNA 
sequence gi|1030355|gb|H68845.1|H68845[1030355] 

40 TTCCCTAATACTTTATTGGNTACCTCTAGGCCTGTGTGCGGCTGGGTGGGCTTGG 
GGGAGGGCGTCACTATTCAGCTTCTAGGTGGAGGCATGAGAAGGCCTTGGCTAG 
NCCCTCCAGGGTCCCATACTGTGGAGTTTGGAGGGGCAGGTCTGGCCTTTCCTGG 
GTCAGCATAGGGCACCCAGGTNGGGGCACAGGTGGACACCCAGCACAGGCACCT 
AGGCAGGGGCACAAGCTCACTATCCGTTAGCCAGCCTAATTGTGTTTGGAGAAAT 

45 ATTCCTTGCTGTCATCCACGTTGGGCTTAATCGTGTCACTACCAGGCTTCCAGCCA 
GCGGGANAAACTTTCCCCATGCTCGTCTGTGTACTGGGAAGGNCTGGGACCAGC 
CGCAGAGCCTANATTCCACGGAGCGTCCCACAGGCAAAT 
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SEQIDNO: 731 

ab23b05.rl Stratagene lung (#937210) Homo sapiens cDNA clone IMAGE:841617 5' similar 
to TR:E183625 E183625 ORNITHINE DECARBOXYLASE ANTIZYME ;, mRNA 
sequence 

5 gi|22 1 7845 jgb | AA48768 1 . 1 1 AA48768 1 [22 1 7845] 

GTGCTGAGTGGCGGCACTCTACATCGAGATCCCGGGCGGCGGCTGCCCGAGGGG 
AGCAAGGACAGCTTTGCAGTTCTCCTGGAGTTCGCTGAGGAGCAGCTGCGAGCC 
GACCATGTCTTCATTTGCTTCCACAAGAACCGCGATGACAGAGCCGCCTTGCTCC 
GAACCTTCAGCTTTTTGGGCTTTGAGATTGTGAGACCGGGGCATCCCCTTGTCCC 
1 0 CAAGAGACCCGACGCTTGCTTCATGGCCTAC ACGTTCGAGAGAGAGTCTTCGGG 
A 

SEQ ID NO: 732 

Human elastase III B mRNA, complete cds, clone pCLlE3 

15 gi|607029|gb|M18692.1|HUMELA3A[607029] 

CCTATCATCGCAAAACTCATGATGCTCCGGCTGCTCAGTTCCCTCCTCCTTGTGGC 
CGTTGCCTCAGGCTATGGCCCACCTTCCTCTCGCCCTTCCAGCCGCGTTGTCAATG 
GTGAGGATGCGGTCCCCTACAGCTGGCCCTGGCAGGTTTCCCTGCAGTATGAGAA 
AAGCGGAAGCTTCTACCACACCTGTGGCGGTAGCCTCATCGCCCCCGACTGGGTT 

20 GTGACTGCCGGCCACTGCATCTCGAGCTCCCGGACCTACCAGGTGGTGTTGGGCG 
AGTACGACCGTGCTGTGAAGGAGGGCCCCGAGCAGGTGATCCCCATCAACTCTG 
* -r-i ■) ■ . GGGAGCTCTTTGTGG ATGGAeTeTGGAAOGGGTCGTGTGTGGCCTGTGGGAATGA 
■PA. ; ? .^GATGGGCCTCATCAAGGaGGTGAGGGAGGGCCGAGCTGGGAGACGGCGTGGAGGTC 
\ 1 tGCGTCACTCCCTGGGGCTGGTGACATCCTTCCCAACGAGACACCGTGCTACATGA 

25, CCGGCTGGGGCCGTCTCTATACCAACGGGCCACTGGCAGAGAAGCTGCAGGAGG 
CCCTGCTGCCGGTGGTGGACTATGAACACTGCTCCAGGTGGAACTGGTGGGGTTC 
CTCCGTGAAGAAGACCATGGTGTGTGCTGGAGGGGACATCCGCTCCGGCTGCAA 
TGGTGACTCTGGAGGACCCCTCAACTGCCCCACAGAGGATGGTGGCTGGCAGGT 
CCATGGCGTGACCAGCTTTGTTTCTGCCTTTGGCTGCAACACCCGCAGGAAGCCC 

30 ACGGTGTTCACTCGAGTCTCCGCCTTCATTGACTGGATTGAGGAGAGCATAGCAA 
GCCACTAGAACCAAGGCCCAGCTGGCAGTGCTGATCGATCCCACATCCTGAATA 
AAGAADAAAGATCTCTCAG 

SEQ ID NO: 733 

35 yq07g06.sl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE: 196282 3', 
mRNA sequence gi|960149|gb|R92609.1|R92609[960149] 

TGCTGTTAGTTTAATGTGGACAGAGACATCCCACGGCGTGACTGTTAGTTAGGAT 
GAGTCAGCTTGGGGGAGTTTGTGCTTCCTGCTTGGNGTGGCCAGCCACATGCCAA 
GGTCCCCTGCCTTCTAGCCCAGAATGACGGGACTGGGCAGAACACCCCCAACTTT 
40 TAGCTGCCACTTGGCTCATTACAGCAGTACCAGTATGGGGGTGGGAGGGGTGAG 
GCTNTGGAGTGAAGGCGGCGTATAGGGCAGAGACTAAGAGGGTCCTGTGAGATT 
CTTAGAGGAGCCATCCTGNTCCAAGGGGCCTGAGCTGAGTNTGGGTCTGTGAGC 
ATCTGCTGCTCCTCTCAGAGAGGGGAGATCTCACTCTCTGCCAGTCTGTCTAGCC 
CCAAAG 

45 

SEQ ID NO: 734 

yvl9b06.sl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:243155 3', 
mRNA sequence gi|1102102|gb|H94469.1|H94469[l 102102] 

GCAAAACAACATTTATTCTTTTAAAAAATCTATATACATTGCCATACAAAGATAC 
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CACATTGAAGCAGTTCTCAGGAACCTTCCAGTGAGCCTTCTCTTATAATTGCCCG 
AGCAAGATTTCGTGCCAGAGAAAGTCTCAGCATTTCCACCTTGGTGTNCTCTATG 
TCATCATCCTGGAGCTGCTCGGTATCAGATTCTCCATGCACAGGTCTTCTTGACGT 
CAAGTCCTCCAGACACCGCATCAACTCATAAGTCTGTTCTGCTGAGAAAATCACC 
5 TGTTTCTGTTCCAAAAGGGGCAAGGCATCTGTCAGCAGAGTTCATCCCAGAAAGA 
CCGAAGGGGCAATCCGAGACGTCATCAAGGACAGAAGGA 

SEQ ID NO: 735 

aa91g07.sl Stratagene fetal retina 937202 Homo sapiens cDNA clone IMAGE:838716 3* 
10 similar to TR:G173234 G173234 RIBOSOMAL 5S RNA-BINDING PROTEIN ;, mRNA 
sequence 

gi|2180364|gb|AA457644.1|AA457644[21 80364] 

TAGTATGAAACTTAGTGTTTTAGTAGATCTTGTGATTTCTGAAAACGAATTTCTTC 
TAAACATCAAGCTATTTTTCTTCACTATCTATACCTGCTATGCAGAGATTGAGAA 

1 5 CCAAACCAAATGGATATCTGCTTTTAAGATTAGAATTTGTTCTTCATCCTTAAAGC 
AGAACTCATTGAGATGAAAAGATGCTCTTAATTTATCACAGAACTGTGTATTTAA 
TAGTATGCTTATTAAAATCACGAAGTGTACTGGAATGCTAAGATAAAAGAACTGT 
ATAGTTTCTGTTATGTAATACGAGAATAGAAATGTTATTAAAATCTTTCTATAATT 
TCCAGTGCTTCTGTTTTGAAGAACAAAGGCTTAATCCCCAAGAGGAAGTAGATAT 

20 GCCAGTGTTTTTCTACATTGATCCTGAATTTGCTGAAGATCCA 

y SEQ ID NO: 736 : f*wr. .-vV.-f* ^yh\ V- yr, " . . ., . ., .;,>.< ■: ; ■ • -v.T-'- \i 

• . !..(• • .ffisapiens CD18 exoti^ \ : $* .-:-T-' : . Wtf 

? CTGOGGGCAGGTCCTGCGCCGAGTGCGTGAAGTTGGAAAAGGGCCCGTTTGGGAA 4 
25 GAACTGCAGCGCGGCGTGTCCGGGCCTGCAGCTGTCGAACAACCCCGTGAAGGG 
CAGGACCTGCAAGGAGAGGGACTCAGAGGGCTGCTGGGTGGCCTACACGCTGGA 
GCAGCAGGACGGGATGGACCGCTACCTCATCTATGTGGATGAGAGCCGAGGTGA 
GGCCGC 

30 SEQ ID NO: 737 

ye81h02.sl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE:124179 3*, 
mRNA sequence gi|751008|gb|R01272.1|R01272[751008] 

TCTTTATTTAAAATAAAGTTTAAAAATAATGTGGGTAGTGTAAAATATTAATACA 
GAAATGTATAAAGTTGAAAGTTTCATGTGATCTACACTGTTCAAAGAAAGCTGTG 

35 AATAGACCTTTCTATGCATTTATAAACATAAGCACACACATTTTAAAATGAGTTC 
ACACTGTACACTTTTCTATTAATAACTTGTTTCACCTAATGTATCATGGCCATTTT 
TCCATACACAATGAATGTACTTTATTCATTTTAACAGATACGAGGATATTCCTAT 
ATGGGCTGGAACCACACCTTTAACCCTATCCCTTTAATGACAGGACATTTAGGGN 
TTTCTATTACTTTCTACCCATGGTCCATTTTTACGGCTTCTGTGGGGGATCCTTAA 

40 ATATTCCCCTCAGGTTCCCGGTTTCCATTTTGTT 

SEQ ID NO: 738 

zx35fl l.sl Soares_total_fetus_Nb2HF8_9w Homo sapiens cDNA clone IMAGE:788493 3', 
mRNA sequence gi|2166225|gb|AA452556.1|AA452556[2166225] 
45 TTTTGAAAGTAAAAATTTTTATTTTGATTGATTTCTCAATGTATAGTTCAGTATAA 
TGCCAGTTTTTAATGGCAAAAATTTGGTTCCACTGAAACTCCATAATGCTACAGA 
GAGCTACTACTTTTTCCAGGAAGTAGGTTAACAGCTAGAAAGAAAAAGGACAAT 
TTCCTAGCAGCATGGCAACTTAAACTGCAGATCTAATAGGTCTGCAACTTTTACA 
CTAAAAATGGCACAAACAGCTGGTGACACAAGTGAGAAATGGGGAACAAGATG 
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TGAACACTGAAAAGAACAATATATATACTGTAAATATGATGAATAAACCAAATG 
TAGCTATAAGAATCTTAAAGGATGATTATAGAAAAGGGA 

SEQ ID NO: 739 

5 zc35g04.sl Soares_senescent_fibroblasts_NbHSF Homo sapiens cDNA clone 

IMAGE:324342 3*, mRNA sequence gi|1332227|gb|W47576.1|W47576[1332227] 
CTTGGAAATTTTTTTATTCTCCTTGCCAACATTTCTTTTGACATTTTATTACTTAAT 
TATGTGACATTAAGAAATAATTTGGTTGCATATTATTTTCAAAAAGCAGTAAGAA 
AGTAGCTATTGAGAAAGAAGGAGGGCCATAGGTTTTTCAATAAAACGTTAGAAA 
1 0 CATTATAAAAAACGAGACTCCCATTACATGGAAACACATGATCAAAGATCAGAC 
TAACACACATTCAAACAGGCTTGGTTCGAAATAGAGTTCTCCATTTCTTTCAGAT 
GAGCCTTTTTTCTTAGGCTCTTTCAGAAGCACTTCACAATGAACAGAGGTCTTGC 
CAGCTCATTTCATTAGCGGAGAAGCAAAGGTATGATGGCAGAATCATGAGAAGA 
TGGAAATAAGGCCT 

15 

SEQ ID NO: 740 

ye40b03.rl Soares fetal liver spleen 1NFLS Homo sapiens cDNA clone IMAGE: 120173 5', 
mRNA sequence gi|734317|gb|T95693.1|T95693[734317] 

AGATGTTCCAGGAGTAGAATTCCTGACTGCTGTGTGAAAGTGAACTGCTACTCCA 
20 TCTCTGAAACATATCTGAGAAACGGGGCAGAAAACCAGTGTAAACTGCTCGTGG 
TGAAATTATTGAACATTGAAGTGTGAGGCTTGTCCTAAGAGCACGTCACCTCCCT 

, ., TGAGACAGATTCTGCATGTGCTTCCCTGTGGTAGGGATCGTCCAGTTCGGTTTCTC 
. i AGGGGAAGTAACCAGAGGTTC€AGTCTGGTNTTGGTTTCTGGGGAGGGAAGGAG : 
• ^AGAGGGACCTAGGTTAATAGGATIjGCGAGGGGTACTTGATTGGGGGAGGCACAC 
25 ATGGANTTCAGGAGGGGGGACCTTAAGGGCNTTCAGGCAGG 

SEQ ID NO: 741 

Human (clone HSY3RR) neuropeptide Y receptor (NPYR) mRNA, complete cds 
gi| 1 893 1 3 |gb|L0 1 639. 1 |HUMNYRECA[ 1 893 1 3] 

30 CGCATCTGGAGAACCAGCGGTTACCATGGAGGGGATCAGTATATACACTTCAGA 
TAACTACACCGAGGAAATGGGCTCAGGGGACTATGACTCCATGAAGGAACCCTG 
TTTCCGTGAAGAAAATGCTAATTTCAATAAAATCTTCCTGCCCACCATCTACTCC 
ATCATCTTCTTAACTGGCATTGTGGGCAATGGATTGGTCATCCTGGTCATGGGTT 
ACCAGAAGAAACTGAGAAGCATGACGGACAAGTACAGGCTGCACCTGTCAGTGG 

35 CCGACCTCCTCTTTGTCATCACGCTTCCCTTCTGGGCAGTTGATGCCGTGGCAAAC 
TGGTACTTTGGGAACTTCCTATGCAAGGCAGTCCATGTCATCTACACAGTCAACC 
TCTACAGCAGTGTCCTCATCCTGGCCTTCATCAGTCTGGACCGCTACCTGGCCATC 
GTCCACGCCACCAACAGTCAGAGGCCAAGGAAGCTGTTGGCTGAAAAGGTGGTC 
TATGTTGGCGTCTGGATCCCTGCCCTCCTGCTGACTATTCCCGACTTCATCTTTGC 

40 CAACGTCAGTGAGGCAGATGACAGATATATCTGTGACCGCTTCTACCCCAATGAC 
TTGTGGGTGGTTGTGTTCCAGTTTCAGCACATCATGGTTGGCCTTATCCTGCCTGG 
TATTGTCATCCTGTCCTGCTATTGCATTATCATCTCCAAGCTGTCACACTCCAAGG 
GCCACCAGAAGCGCAAGGCCCTCAAGACCACAGTCATCCTCATCCTGGCTTTCTT 
CGCCTGTTGGCTGCCTTACTACATTGGGATCAGCATCGACTCCTTCATCCTCCTGG 

45 AAATCATCAAGCAAGGGTGTGAGTTTGAGAACACTGTGCACAAGTGGATTTCCA 
TCACCGAGGCCCTAGCTTTCTTCCACTGTTGTCTGAACCCCATCCTCTATGCTTTC 
CTTGGAGCCAAATTTAAAACCTCTGCCCAGCACGCACTCACCTCTGTGAGCAGAG 
GGTCCAGCCTCAAGATCCTCTCCAAAGGAAAGCGAGGTGGACATTCATCTGTTTC 
CACTGAGTCTGAGTCTTCAAGTTTTCACTCCAGCTAACACAGATGTAAAAGACTT 
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TTTTTTTATACGATAAATAACTTTTTTTTAAGTTACACATTTTTCAGATATAAAAG 
ACTGACCAATATTGTACAGTTTTTATTGCTTGTTGGATTTTTGTCTTGTGTTTCTTT 
AGTTTTTGTG 

5 SEQ ID NO: 742 
>AA504554 

CACCCACGGTGACCGTTTTCATCAGCAGCTCCCTCAACACCTTCCGCTCCGAGAA 
GCGATACAGCCGCAGCCTCACCATCGCTGAGTTCAAGTGTAAACTGGAGTTGCTG 
GTGGGCAGCCCTGCTTCCTGCATGGAACTGGGAGCTGTATGGAGTTGACGACAA 
10 GTTCTACAGCAAGCTG 

GATCAAGAGGATGCGCTCCTGGGCTCCTACCCTGTAGATGACGGCTG 

SEQ ID NO: 743 
>M11723 

1 5 TTGGAGTCAACACTTTCGATTCC ACCTTGGGAAGCCCCCAAGGAGCATAAGTAC A 
AAGCTGAAGAGCACACAGTCGTTCTCACTGTCACCGGGGAGCCCTGCCACTTCCC 
CTTCCAGTACCACCGGCAGCTGTACCACAAATGTACCCACAAGGGCCGGCCAGG 
CCCTCAGCCCTGGTGTGCTACCACCCCCAACTTTGATCAGGACCAGCGATGGGGA 
TACTGTTTGGAGCCCAAGAAAGTGAAAGACCACTGCAGCAAACACAGCCCCTGC 

20 CAGAAAGGAGGGACCTGTGTGAACATGCCAAGCGGCCCCCACTGTCTCTGTCCA 
CAACACCTCACTGGAAACCACTGCCAGAAAGAGAAGTGCTTTGAGCCTCAGCTT 
... . ' '■ 1 'GTCCGGTTTTTGGAC AAGAATGAGATATGGTAT AGAACTGAGG AAGCAGGTGTGG 
sV ^fiGCAGATGCCAGTGGAAGGGTGGTGATGCCGAGTGGGAGCGGCTGGCGAGCCAGG 
■■^'■i,;-.. :^CCTGGCGCACGAACGGGTGCGTGCATGGGGGTCGGTGCGTAGAGGTGGAGGGCG 

25 ACCGCCTGTGCCACTGCCCGGTGGGCTACACCGGACCCTTCTGCGACGTGGACAC 
CAAGGCAAGCTGCTATGATGGCCGCGGGCTCAGCTACCGCGGCCTGGCCAGGAC 
CACGCTCTCGGGTGCGCCCTGTCAGCCGTGGGCCTCGGAGGCCACCTACCGGAAC 
GTGACTGCCGAGCAAGCGCGGAACTGGGGACTGGGCGGCCACGCCTTCTGCCGG 
AACCCGGACAACGACATCCGCCCGTGGTGCTTCGTGCTGAACCGCGACCGGCTG 

30 AGCTGGGAGTACTGCGACCTGGCACAGTGCCAGACCCCAACCCAGGCGGCGCCT 
CCGACCCCGGTGTCCCCTAGGCTTCATGTCCCACTCATGCCCGCGCAGCCGGCAC 
CGCCGAAGCCTCAGCCCACGACCCGGACCCCGTCTCAGTCCCAGACCCCGGGAG 
CCTTGCCGGCGAAGCGGGAGCAGCCGCCTTCCCTGACCAGGAACGGCCCACTGA 
GCTGCGGGCAGCGGCTCCGCAAGAGTCTGTCTTCGATGACCCGCGTCGTTGGCGG 

35 GCTGGTGGCGCTACGCGGGGCGCACCCCTACATCGCCGCGCTGTACTGGGGCCA 
CAGTTTCTGCGCCGGCAGCCTCATCGCCCCCTGCTGGGTGCTGACGGCCGCTCAC 
TGCCTGCAGGACCGGCCCGCACCCGAGGATCTGACGGTGGTGCTCGGCCAGGAA 
CGCCGTAACCACAGCTGTGAGCCGTGCCAGACGTTGGCCGTGCGCTCCTACCGCT 
TGCACGAGGCCTTCTCGCCCGTCAGCTACCAGCACGACCTGGCTCTGTTGCGCCT 

40 TCAGGAGGATGCGGACGGCAGCTGCGCGCTCCTGTCGCCTTACGTTCAGCCGGTG 
TGCCTGCCAAGCGGCGCCGCGCGACCCTCCGAGACCACGCTCTGCCAGGTGGCC 
GGCTGGGGCCACCAGTTCGAGGGGGCGGAGGAATATGCCAGCTTCCTGCAGGAG 
GCGCAGGTACCGTTCCTCTCCCTGGAGCGCTGCTCAGCCCCGGACGTGCACGGAT 
CCTCCATCCTCCCCGGCATGCTCTGCGCAGGGTTCCTCGAGGGCGGCACCGATGC 

45 GTGCCAGGGTGATTCCGGAGGCCCGCTGGTGTGTGAGGACCAAGCTGCAGAGCG 
CCGGCTCACCCTGCAAGGCATCATCAGCTGGGGATCGGGCTGTGGTGACCGCAA 
CAAGCCAGGCGTCTACACCGATGTGGCCTACTACCTGGCCTGGATCCGGGAGCA 
CACCGTTTCCTGATTGCTCAGGGACTCATCTTTCCCTCCTTGGTGATTCCGCAGTG 
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AGAGAGTGGCTGGGGCATGGAAGGCAAGATTGTGTCCCATTCCCCCAGTGCGGC 
CAGCTCCGCGCCAGGATGGCGCAGGAACTCAATAAAGTGCTTTGAAAATGCTG 

SEQ ID NO: 744 
5 >S60489 

CTACTCCTAGATATTTGGCATGATCTTCAGTATGATCTTGTGCTGTGCTATCCGCA 
GGAACCGCGAGATGGTCTAGA 

SEQ ID NO: 745 
10 >M59916 

GAATTCGGGCGGGGGCGCCGCCCGGGGCCCTGAGGGCTGGCTAGGGTCCAGGCC 
GGGGGGGACGGGACAGACGAACCAGCCCCGTGTAGGAAGCGCGACAATGCCCC 
GCTACGGAGCGTCACTCCGCCAGAGCTGCCCCAGGTCCGGCCGGGAGCAGGGAC 
AAGACGGGACCGCCGGAGCCCCCGGACTCCTTTGGATGGGCCTGGTGCTGGCGC 

1 5 TGGCGCTGGCGCTGGCGCTGGCTCTGTCTGACTCTCGGGTTCTCTGGGCTCCGGC 
AGAGGCTCACCCTCTTTCTCCCCAAGGCCATCCTGCCAGGTTACATCGCATAGTG 
CCCCGGCTCCGAGATGTCTTTGGGTGGGGGAACCTCACCTGCCCAATCTGCAAAG 
GTCTATTCACCGCCATCAACCTCGGGCTGAAGAAGGAACCCAATGTGGCTCGCGT 
GGGCTCCGTGGCCATCAAGCTGTGCAATCTGCTGAAGATAGCACCACCTGCCGTG 

20 TGCCAATCCATTGTCCACCTCTTTGAGGATGACATGGTGGAGGTGTGGAGACGCT 
CAGTGCTGAGCCCATCTGAGGCCTGTGGCCTGCTCCTGGGCTCCACCTGTGGGCA 
. x- C v- GTGGGACATTTTGTGATeTTGGAAGATCTCTTTGGGTACTGTGGGGAAGCGGCCCG 
- .-; . W: GCAAACCGCCTAGGCCCCGAGCCCCAGGTGGCCCTGTCAGCCGGATGCTCTTCGT ^ C. 
CACTGAGCTGGACTGGGATCATGACTAGCTGGAGGGGACGGACCCTGACTGTGC 

25 AGACCCACTGTGCTGGGGCCGGGGTTCTGGCCTGCCGCCCGCATCCCGGCCAGGT 
GCCGGATACTGGGGCGAATACAGCAAGTGTGACCTGCCCCTGAGGACCCTGGAG 
AGCCTGTTGAGTGGGCTGGGCCCAGCCGGCCCTTTTGATATGGTGTACTGGACAG 
GAGACATCCCCGCACATGATGTCTGGCACCAGACTCGTCAGGACCAACTGCGGG 
CCCTGACCACCGTCACAGCACTTGTGAGGAAGTTCCTGGGGCCAGTGCCAGTGTA 

30 CCCTGCTGTGGGTAACCATGAAAGCATACCTGTCAATAGCTTCCCTCCCCCCTTC 
ATTGAGGGCAACCACTCCTCCCGCTGGCTCTATGAAGCGATGGCCAAGGCTTGGG 
AGCCCTGGCTGCCTGCCGAAGCCCTGCGCACCCTCAGAATTGGGGGGTTCTATGC 
TCTTTCCCCATACCCCGGTCTCCGCCTCATCTCTCTCAATATGAATTTTTGTTCCCG 
TGAGAACTTCTGGCTCTTGATCAACTCCACGGATCCCGCAGGACAGCTCCAGTGG 

35 CTGGTGGGGGAGCTTCAGGCTGCTGAGGATCGAGGAGACAAAGTGCATATAATT 
GGCCACATTCCCCCAGGGCACTGTCTGAAGAGCTGGAGCTGGAATTATTACCGA 
ATTGTAGCCAGGTATGAGAACACCCTGGCTGCTCAGTTCTTTGGCCACACTCATG 
TGGATGAATTTGAGGTCTTCTATGATGAAGAGACTCTGAGCCGGCCGCTGGCTGT 
AGCCTTCCTGGCACCCAGTGCAACTACCTACATCGGCCTTAATCCTGGTTACCGT 

40 GTGTACCAAATAGATGGAAACTACTCCAGGAGCTCTCACGTGGTCCTGGACCATG 
AGACCTACATCCTGAATCTGACCCAGGCAAACATACCGGGAGCCATACCGCACT 
GGCAGCTTCTCTACAGGGCTCGAGAAACCTATGGGCTGCCCAACACACTGCCTAC 
CGCCTGGCACAACCTGGTATATCGCATGCGGGGCGACATGCAACTTTTCCAGACC 
TTCTGGTTTCTCTACCATAAGGGCCACCCACCCTCGGAGCCCTGTGGCACGCCCT 

45 GCCGTCTGGCTACTCTTTGTGCCCAGCTCTCTGCCCGTGCTGACAGCCCTGCTCTG 
TGCCGCCACCTGATGCCAGATGGGAGCCTCCCAGAGGCCCAGAGCCTGTGGCCA 
AGGCCACTGTTTTGCTAGGGCCCCAGGGCCCACATTTGGGAAAGTTCTTGATGTA 
GGAAAGGGTGAAAAAGCCCAAATGCTGCTGTGGTTCAACCAGGCAAGATCATCC 
GGTGAAAGAACCAGTCCCTGGGCCCCAAGGATGCCGGGGAAACAGGACCTTCTC 
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CTTTCCTGGAGCTGGTTTAGCTGGATATGGGAGGGGGTTTGGCTGCCTGTGCCCA 
GGAGCTAGACTGCCTTGAGGCTGCTGTCCTTTCACAGCCATGGAGTAGAGGCCTA 
AGTTGACACTGCCCTGGGCAGACAAGACAGGAGCTGTCGCCCCAGGCCTGTGCT 
GCCCAGCCAGGAACCCTGTACTGCTGCTGCGACCTGATGCTGCCAGTCTGTTAAA 
5 ATAAAGCCCGCCCGAATTC 

SEQ ID NO: 746 
>W74362 

TGAAGATGGAGCTAATCTTTCCTCTGCTCGTGGCATTTTGTCGCTTATCCAGTCTT 
1 0 CTACTCGTAGGGC ATACCAGC AGATCTTGGATGTGCTGGATGAAAATCGC AGAC 
CTGTGTTGCGTGGTGGGTCTGCTGCCGCCACTTCTAATCCTCATCATGACAACGT 
NAGGTATGGCATTTCAAATATAGATACAACCATTGAAGGAAAGACCCCCNCNCC 
NCGACTGTNNTAGATGCANCN 

CCCCCCCAGAAGACAGATAATCAAACTAAATAGACGTCTA 

15 

SEQ ID NO: 747 
>N71365 

AAAGATCCTAACAGAACATAGCGTAACAATATTGGTCTTCCAGGTGTTACTCATT 
TCAATTATGTGTAGTATACCAGGACAGACCTATTTTCATGTCTTATTTCTTTAAAG 
20 AGCTGCTTCATTGGCCGGGCGCCATGGCTCACGTCTGTAATCCCAGCACTTTGGG 
AGGCCGAGGCGGGTCGGGTTACTTGAGGTCAGGAGTTCGAGACCAGCCTGGCAA 

■ • AGATGGGGAAACGGCATCTTAACTAAAAATAGAAAAAAATTAGCCGGGTGTGG'F '. i 
:-'V ' GTGACGCGGGTGTAATCCCAGGTACTTGGGGGGGTCAGGCAGGAGAATIiGGC-T G 
i , AAGGGAGGAGGGGGAGGTTGCAGT-TGAAGeTNAGATTGGGGCATTGeAGTGCAG % 
25 CCTGGGAAACAGAGTGAAGACGCTGTCTAAAAAAAAAAAAAAAAAAAA "v X 

SEQ ID NO: 748 
>AA454662 

ACCATTTAAAAAAACAATTTATATAAATAGATTCGTATACAAAGAAGAAACACA 
30 TATACAGAGTACCCCAATTACCAGTATGGTGGACCCTACCCCTTCTTTTCTGCATT 
GGGAAACAGAACAGAGAACAGAAAAAATCATTCCATCTTGCTCTTAACTCTTTCC 
ACCTATGTGCTCAGTTTTTCAAGTAGAATTTCTATTCCTTTGCTGGTGCTTTTGGTT 
TTTTCCAATGTAGGAATCAAGCTTTTCAGTGCAGCTTTGACTTTGTTTGCAACTTC 
CAGGTCACAACTCTGGAGGAGGCTAGAAAGAATAATGGCACCTCGATTTACACT 
35 AGCCCAGGACTTCAGGTTCTTCATACCAACATGCTC 

SEQ ID NO: 749 
>AA450180 

TGATCTTCTGTGCCTAGCACAAGAGTTGATACATAAGGAGTACTTTATAAATAAA 
40 AAAATGAAAGTGTAGTGATGAGATTCCTTTAGCTATCTATCTATATGTATATATC 
TGGTTATTCAAAGCTTCCCCACCCCCAGTCATCTAAATTTTTCAGGTATCAAGTGC 
TCAACAGACATATGATAGTCAAGGCTCTTAGTCTCATTTTTTACTCTTTGTCAAGA 
GAAATGGAAAATAAGAGTACTTGGGCCCTCTTAAGGGAGCTCAGAGAGAATTAC 
TAAATTAGGGACAGTTTCAATAGTTATCATTCTGTCTACATGAACGATCAAGACC 
45 AGGACTCAGGGAACTTTACTCTGTAACAGAAAGAGAGGATTCAGTGTTTGCCCTG 
GGAGAATTGTCCCATTCTTGTTGCTTCTCTCCTG AGTACCCACTAC 
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SEQ ID NO: 750 
>N76338 

GCGANTGGCATTGAGCTACAGGCAGGAGATGAGGTGGAGTTCTCAGTGATTCTT 
AATCAGCGCACTGGCAAGTGAGCGCCCTGTAATGTTTGGCGAGTCTGTGAGGGC 
5 CCCAAGGCTGTTGCAGCTCCTCGACCTGATCGGTTGGTCAATCGCTTGAAGAATA 
TCACTCTGGATGATGCCAGTGCTCCTCGCNTAANANGNGNTTCTTCGTCAGCCAN 
GGGGACCAGATAACTCAATGGGTTTTGGTGCAGAAAGAAAGATCCGTCAAGCTG 
GTGTCATTGACTAACCACNTCCACAANGCACACCATTTAATCCACTATGATCAAG 
TTGGGGGGAATCTGGTNAAGGGTTCTGAATATCTCCCTCTTNATCCCTCCCGAAA 
1 0 TCTGGGAATACTTATTCTATTGGNGCTATTAC ACCAGTTTTAAANACCTTCCNCG 
GGGTTATGGTTTTAAAAAAATAAATAAATTTTAGAAAACCCTT 
TTAAATAATGCACAGTTGCAGCCTGGNAAAA 

SEQ ID NO: 751 
15 >M60626 

CCCAGAGCAAGACCACAGCTGGTGAACAGTCCAGGAGCAGACAAGATGGAGAC 
AAATTCCTCTCTCCCCACGAACATCTCTGGAGGGACACCTGCTGTATCTGCTGGC 
TATCTCTTCCTGGATATCATCACTTATCTGGTATTTGCAGTCACCTTTGTCCTCGG 
GGTCCTGGGCAACGGGCTTGTGATCTGGGTGGCTGGATTCCGGATGACACACAC 

20 AGTCACCACCATCAGTTACCTGAACCTGGCCGTGGCTGACTTCTGTTTCACCTCC 
ACTTTGCCATTCTTCATGGTCAGGAAGGCCATGGGAGGACATTGGCCTTTCGGCT 
>• • . •GGT'TeGTGTGGAAATTCGTCTTTACGATAGTGGAeATCAAGTTGTTCGGAAGTGTG 
y- - v ' ■ '.TTGCfGATCGGGCTCATTGCTCTGGAGGGCTGTGTTTGGGTCCTGCATGCAGTCTG .. 
i ^GAGGCAGAAGGACCGCACGGTGAGGCTGGCCAAGAAGGTGATGATTGGGGGGTG ' 

25 iGGTGATGGCTCTGCTCCTCACATTGCCAGTTATCATTCGTGTGAGTACAGTACCTG 
GTAAAACGGGGACAGTAGCCTGCACTTTTAACTTTTCGCCCTGGACCAACGACCC 
TAAAGAGAGGATAAATGTGGCCGTTGCCATGTTGACGGTGAGAGGCATCATCCG 
GTTCATCATTGGCTTCAGCGCACCCATGTCCATCGTTGCTGTCAGTTATGGGCTTA 
TTGCCACCAAGATCCACAAGCAAGGCTTGATTAAGTCCAGTCGTCCCTTACGGGT 

30 CCTCTCCTTTGTCGCAGCAGCCTTTTTTCTCTGCTGGTCCCCATATCAGGTGGTGG 
CCCTTATAGCCACAGTCAGAATCCGTGAGTTATTGCAAGGCATGTACAAAGAAAT 
TGGTATTGCAGTGGATGTGACAAGTGCCCTGGCCTTCTTCAACAGCTGCCTCAAC 
CCCATGCTCTATGTCTTCATGGGCCAGGACTTCCGGGAGAGGCTGATCCACGCCC 
TTCCCGCCAGTCTGGAGAGGGCCCTGACCGAGGACTCAACCCAAACCAGTGACA 

35 CAGCTACCAATTCTACTTTACCTTCTGCAGAGGTGGCGTTACAGGCAAAGTGAGG 
AGGGAGCTGGGGGACACTTTCGAGCTCCCAGCTCCAGCTTCGTCTCACCTTGAGT 
TAGGCTGAGCACAGGCATTTCCTGCTTATTTTAGGATTACCCACTCATCAGAAAA 
AAAAAAAAAGCCTTTGTGTCCCCTGATTTGGGGAGAATAAACAGATATGAGTTT 
ATTATTGACTTCTTTTTTGATTTTGGACCTCAGCCTCGGGTGGTCAGGGTGGGAAA 

40 TGATAGGAAGAAGCTGTCATCTGCATCCTAGTTTGCCTGAAATGAACCCAAATAA 
TACCCATTATTATTAGTCCTGAATTATGAGTAGTGAATGATACCCATCATTCTGGC 
ATCATGATGAGTAGTGTCCACTTCCATTCTGAAAAGTGCCCTGCTGTGAAAAATA 
AATTATATAGTCATCCTAGGTAAATGAAGGAGGAGGGAGAAGTGTGAAAGAGTA 
TGGCTTAAATCAGACAAGATATACAAGAAGATACTTTATATAGGGCAGGAGCGG 

45 TGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCAGGCGGATCACCA 
GAGGTCAGGAATTCGAGAACAGCCTGGCCAACATGGTGAAACCCTGTCTCTACT 
AAAAATACAAAAATTAGCTGGGCGTAGTGGCAGGCTCCCGTAATCCCAGCTACT 
CAGGAGACCGAGGCAGGAGAATCGCTTGGACCTGGAAGGCGGAGGTTGTAGTGA 
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GCCAAGAAAACGCCACTACACTCCAGCCTGGGTGACAGAGAGAGACTCCGGCTC 
AG 

SEQ ID NO: 752 
5 >X70070 

TCAAGCTCGCCCCGCGCAGCCCGAGCCGGGCTGGGCGCTGTCCTCGGGGGCCTG 
GGGAACCGCGCGGTTTGGAGATCGGAGGCACCTGGAACCCGTGGCAAGCGCCGA 
GCCGGGAGACAGCCCGAGGAACCACGGGTTCTGGAGCTAGGAGCCGGAAGCTG 
GGAGTCCGGAGGAGAGCGGAGCCCGGAGCCCGGAGCCCGGGGCGGCGCGTCTG 

1 0 GGTCTGGCGCTTCCCGACTGGACGGCGCGCCCGCTGGTCTTCGCCACGCGCCCTC 
CCCTGGGCTCGCGTTCATCGGTCCCCGCCTGAGACGCGCCCACTCCTGCCCGGAC 
TTCCAGCCCCGGAGGCGCCGGACAGAGCCGCGGACTCCAGCGCCCACCATGCGC 
CTCAACAGCTCCGCGCCGGGAACCCCGGGCACGCCGGCCGCCGACCCCTTCCAG 
CGGGCGCAGGCCGGACTGGAGGAGGCGCTGCTGGCCCCGGGCTTCGGCAACGCT 

1 5 TCGGGCAACGCGTCGGAGCGCGTCCTGGCGGC ACCC AGCAGCGAGCTGGACGTG 
AACACCGACATCTACTCCAAAGTGCTGGTGACCGCCGTGTACCTGGCGCTCTTCG 
TGGTGGGCACGGTGGGCAACACGGTGACGGCGTTCACGCTGGCGCGGAAGAAGT 
CGCTGCAGAGCCTGCAGAGCACGGTGCATTACCACCTGGGCAGCCTGGCGCTGT 
CCGACCTGCTCACCCTGCTGCTGGCCATGCCCGTGGAGCTGTACAACTTCATCTG 

20 GGTGCACCACCCCTGGGCCTTCGGCGACGCCGGCTGCCGCGGCTACTACTTCCTG 
CGCGACGCCTGCACCTACGCCACGGCCCTCAACGTGGCCAGCCTGAGTGTGGAG 
WO, . *'CGeTACGTGGCGATCTGCCAGCGGTTCAAGGCCA ! \GACCCTGATGTGCGGAAGGG k 
.&i ivl ^CAGGAAGAAGTTCATG AGGGGCATCTGGCTGGCCTGGGGGGTGCTGAGGGTGGG : H 
. ; : . . JATGGTGTTG AGCATGGGGGAGCAGAACCGGAGGGCCGACGGGCAGG AGGCCGG i 

25 GGGCCTGGTGTGCACCCCCACCATCCACACTGCCACCGTCAAGGTCGTCATACAG 
GTCAACACCTTCATGTCCTTCATATTCCCCATGGTGGTCATCTCGGTCCTGAACAC 
CATCATCGCCAACAAGCTGACCGTCATGGTACGCCAGGCGGCCGAGCAGGGCCA 
AGTGTGCACGGTCGGGGGCGAGCACAGCACATTCAGCATGGCCATCGAGCCTGG 
CAGGGTCCAGGCCCTGCGGCACGGCGTGCGCGTCCTACGTGCAGTGGTCATCGCC 

30 TTTGTGGTCTGCTGGCTGCCCTACCACGTGCGGCGCCTCATGTTCTGCTACATCTC 
GGATGAGCAGTGGACTCCGTTCCTCTATGACTTCTACCACTACTTCTACATGGTG 
ACCAACGCACTCTTCTACGTCAGCTCCACCATCAACCCCATCCTGTACAACCTCG 
TCTCTGCCAACTTCCGCCACATCTTCCTGGCCACACTGGCCTGCCTCTGCCCGGTG 
TGGCGGCGCAGGAGGAAGAGGCCAGCCTTCTCGAGGAAGGCCGACAGCGTGTCC 

35 AGCAACCACACCCTCTCCAGCAATGCCACCCGCGAGACGCTGTACTAGGCTGTGC 
GCCCCGGAACGTGTCCAGGAGGAGCCTGGCCATGGGTCCTTGCCCCCGACAGAC 
AGAGCAGCCCCCACCCGGGAGCCTTGATGGGGGTCAGGCAGAGGCCAGCCTGCA 
CTGGAGTCTGAGGCCTGGGACCCCCCCCTCCCACCCCCTAACCCATGTTTCTCATT 
AGTGTCTCCCGGGCCTGTCCCCAACTCCTCCCCACCCCTCCCCCATCTCCTCTTTG 

40 AAAGCCAGAACAAGAGAGCGCTCCTCTCCCAGATAGGAAAAGGGCCTCTAACAA 
GGAGAAATTAGTGTGCGGCAAAAGGCAGTTTTCTTTGTTCTCAGACTAATGGATG 
GTTCCAGAGAAGGAAATGAAATGTGCTGGGTGGGGCCGGGCCTCCGGCGGCCCG 
GCTGCTGTTCCCATGTCCACATCTCTGAGGCCTGCACCCCCTCTGTCTAGCTCGGG 
GAGTCCAGCCCCAGTCCCGCAGGCTCCGTGGCTTTGGGCCTCACGTGCAGACCCT 

45 GCCATGCAGACCCATGCCCCCCTCCCCCAGGCAGCTCCAAGAAAGCTCCCTGACT 
CGCCCCTTCAGGCCTGGCAAGCTGGGGGCCCATCGCCGTGGGGAGTCCCTCCCAC 
CACCCTCGCCGCAGGCAGCTGCAGCCCCCAGAGGGGACCACAAGCCCAAAAAGG 
ACAAAAATGGGCTGGCCTGGAATGGCCCAGACCCCAGCCTCCCCTCCTCCCTCCC 
ATCCTCACCCAGGCCAAGGCCCAGGGGCTCTGCCAGGACACCACATGGGAGGGG 
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GCTCAGGCCTCAGCCTCAAGATCTTCAGCTGTGGCCTCTCGGGCTCGGCAGAAGG 
GACGCCGGATCAGGGGCCTGGTCTCCAGCACCTGCCCGAGTGGCCGTGGCCAGG 
ATGGGGTGCGCATTCCGTGTGCTTTGCTTGTAGCTGTGCAGGCTGAGGTCTGGAG 
CCAGGCCCAGAGCTGGCTTCAGGGTGGGGCCTTGAGAAGGGGAATGTGGGACAG 
5 GGGCGATGGTGCCTGGTCTCTGAGTAAGATGCCAGGTCCCAGGAACTCAGGCTTC 
AGGTGAGAAGGAGCGGTGTGTCCAGGCACCGCTGGCCGGCAGCCCTGGGCTGAG 
GCACAGACTCATTTGTCACCTTCTGGCGGCGGCAGCCCTGGCCCCGGCCTCCAAG 
CAGTTGAAAAAGCTGGCGCCTCCTTGGTCTCTAGGATCCAGGCTCCACAGAGCAC 
ATGACTAGCCAGGCCCCTGGCTTAAGAAGGTCGCCTAAGCCTAAGAGAAGACAG 

1 0 TCCC AGGAGAAGCTGGCCGGGACCAGCC AGGAGCTGGGAGCCACAGGAAGCAA 
AAGTCAGCCTTTTCTTCAAGGGATTTCCCTGTCTCAGAGCAGCCTTTGCCCCAGG 
GAAATGGGCTCTGGGCTGGCTGCCTGCACCGGCCATGTCGACCCAGGACCCGGA 
CACCTGGTCTTGGGCTGTGTTCAGCCACTTTGCCTTCTCTGGACTCAGTTTCCCCG 
TCTGAGAAATGAGAGTCGAATGCTACAGTATCTGCAGTCGCTTGGATCTGGCTGT 

1 5 TGAGTTGACGGGTTCCTTGAACCCCACAAAATCCCTCTCCAACCACAGGACCCTT 
CGGCTCACCAAGAACGGGGCCCAGGGGAGTCAGGCCTATTCGCTGCACTTCCTG 
CCAAACTTTGCCCCCACAAGCCTGGTCATCAGCCAGGCAGCCCTCCCAGTGCCCA 
AGGGCCACCAACCCCAGGGAAACAGGGCCAGCACAGAGGGGCCTTCCTCCCCCA 
CAGAGCTCCCATGACATAGTCTGCTCTGGGCGGAAGAGCTTTGCTGCCAGCCAGG 

20 GATGTCCAGAGGTCGGTGCAGCCCCTATCCCTGCTCAGGAGTGGGCTCAGAGTCT 
AGCAAATGCTAAGGCCCCTCAGGCTGGGCTCTGAACGAGGACCTGGACTCAGAG 
; ;• ': •.;! i,>f-vCGAGACAGGGGAGGGTCAGA6CGTTGTCTGGGGCTCCTGG-AGCTTGGGGCATAAT • 
: i : : V • ,; i^TCCGAGCGTCGGTT^GGCGATCTAAGGAAC AGATGTGGTCGTTGCGGCGTCTC A ,• 

,.-.£. m'GGTGGATGAGACTGTGCTGGAGGATCCAGGCGGGAAGAGAGAGAACGGTGTGTG: 
J25 TCAGGATGGTGCTCTGAGAGAGGGCAGAGTGGATGCCCGACTGCCCTAGACCCT 
CGGTAGACGTGGGGTCTCTGGGGCGGGGTCTGTGGCTGTGACTGAAGTCGGCTTT 
CCCGTTGATGTCTTGATGCTCCTATCTGTGCACTTACCGTAGGTAGGGACACGTG 
TCCATGCACCACAGACACACCCACGACACCTGATCTCGTATCACTAGCTTGCGGC 
CAGGTCATGATGTGGCCCCGGAAGCTGGCCCTGCGTGCCATGAGTGCGTCGGTCA 

30 TGGAGTCCGGAGCCCCTGAGCCGGCCCCTGGTGACGGCACAGCCCTCACAGCTC 
AAACGCCCACCCCCACTCCCACCATCTGCAGGTGGTGAAAACAAACCCCGTGTAT 
CTCTCAATAAAGGTGGCCGAAGGGCCTCGATGTGG 

SEQ ID NO: 753 
35 >X58454 

ATGCTGCCGCCAGGCAGCAACGGCACCGCGTACCCGGGGCAGTTCGCTCTATAC 
CAGCAGCTGGCGCAGGGGAACGCCGTGGGGGGCTCGGCGGGGGCACCGCCACTG 
GGGCCCTCACAGGTGGTCACCGCCTGCCTGCTGACCCTACTCATCATCTGGACCC 
TGCTGGGCAACGTGCTGGTGTGCGCAGCCATCGTGCGGAGCCGCCACCTGCGCG 

40 CCAACATGACCAACGTCTTCATCGTGTCTCTGGCCGTGTCAGACCTTTTCGTGGC 
GCTGCTGGTCATGCCCTGGAAGGCAGTCGCCGAGGTGGCCGGTTACTGGCCCTTT 
GGAGCGTTCTGCGACGTCTGGGTGGCCTTCGACATCATGTGCTCCACTGCCTCCA 
TCCTGAACCTGTGCGTCATCAGCGTGGACCGCTACTGGGCCATCTCCAGGCCCTT 
CCGCTACAAGCGCAAGATGACTCAGCGCATGGCCTTGGTCATGGTCGGCCTGGC 

45 ATGGACCTTGTCCATCCTCATCTCCTTCATTCCGGTCCAGCTCAACTGGCACAGG 
GACCAGGCGGCCTCTTGGGGCGGGCTGGACCTGCCAAACAACCTGGCCAACTGG 
ACGCCCTGGGAGGAGGACTTTTGGGAGCCCGACGTGAATGCAGAGAACTGTGAC 
TCCAGCCTGAATCGAACCTACGCCATCTCTTCCTCGCTCATCAGCTTCTACATCCC 
CGTTGCCATCATGATCGTGACCTACACGCGCATCTACCGCATCGCCCAGGTGCAG 
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ATCCGCAGGATTTCCTCCCTGGAGAGGGCCGCAGAGCACGCGCAGAGCTGCCGG 
AGCAGCGCAGCCTGCGCGCCCGACACCAGCCTGCGCGCTTCCATCAAGAAGGAG 
ACCAAGGTTCTCAAGACCCTGTCGGTGATCATGGGGGTCTTCGTGTGTTGCTGGC 
TGCCCTTCTTCATCCTTAACTGCATGGTCCCTTTCTGCAGTGGACACCCCGAAGGC 
5 CCTCCGGCCGGCTTCCCCTGCGTCAGTGAGACCACCTTCGACGTCTTCGTCTGGTT 
CGGCTGGGCTAACTCCTCACTCAACCCCGTCATCTATGCCTTCAACGCCGACTTTC 
AGAAGGTGTTTGCCCAGCTGCTGGGGTGCAGCCACTTCTGCTCCCGCACGCCGGT 
GGAGACGGTGAACATCAGCAATGAGCTCATCTCCTACAACCAAGACATCGTCTTC 
CACAAGGAAATCGCAGCTGCCTACATCCACATGATGCCCAACGCCGTTACCCCCG 
1 0 GCAACCGGGAGGTGGACAACGACGAGGAGGAGGGTCCTTTCGATCGC ATGTTCC 
AGATCTATCAGACGTCCCCAGATGGTGACCCTGTTGCTGAGTCTGTCTGGGAGCT 
GGACTGCGAGGGGGAGATTTCTTTAGACAAAATAACACCTTTCACCCCGAATGG 
ATTCCATTAA 

15 SEQIDNO:754 
>D13538 

CCATGGCGTCCCCGGCGCTGGCGGCGGCGCTGGCGGTGGCGGCAGCGGCGGGCC 

CCAATGCGAGCGGCGCGGGCGAGAGGGGCAGCGGCGGGGTTGCCAATGCCTCGG 

GGGCTTCCTGGGGGCCGCCGCGCGGCCAGTACTCGGCGGGCGCGGTGGCAGGGC 

20 TGGCTGCCGTGGTGGGCTTCCTCATCGTCTTCACCGTGGTGGGCAACGTGCTGGT 
GGTGATCGCCGTGCTGACCAGCCGGGCGCTGCGCGCGCCACAGAACCTCTTCCTG 
V -< ••GTGTCGCTGGCGTCGGGCGAGATCCTGGSGGGCAeGe/rGGTCATGGCCTrCTGGT,: 

, . .: : TGGCCAAGGAGGTCATGGCGTACTGGTAGT1PGGGGGASGTGTGGTG€GGGGTGm .- 
• - •' CGTGGGGCTGGATGTGCTGTITTGGAGG.TCGrrCGATGGTGGATCTGTGTGCeATCA ' " 

25 GCCTGGACCGCTACTGGTCGGTGACGCAGGCCGTCGAGTACAACCTGAAGCGCA 
CACCACGCCGCGTCAAGGCCACCATCGTGGCCGTGTGGCTCATCTCGGCCGTCAT 
CTCCTTCCCGCCGCTGGTCTCGCTCTACCGCCAGCCCGACGGCGCCGCCTACCCG 
CAGTGCGGCCTCAACGACGAGACCTGGTACATCCTGTCCTCCTGCATCGGCTCCT 
TCTTCGCGCCCTGCCTCATCATGGGCCTGGTCTACGCGCGCATCTACCGAGTGGC 

30 CAAGCTGCGCACGCGCACGCTCAGCGAGAAGCGCGCCCCCGTGGGCCCCGACGG 
TGCGTCCCCGACTACCGAAAACGGGCTGGGCGCGGCGGCAGGCGCAGGCGAGAA 
CGGGCACTGCGCGCCCCCGCCCGCCGACGTGGAGCCGGACGAGAGCAGCGCAGC 
GGCCGAGAGGCGGCGGCGCCGGGGCGCGTTGCGGCGGGGCGGGCGGCGGCGAG 
CGGGCGCCGAGGGGGGCGCGGGCGGTGCGGACGGGCAGGGGGCGGCTGAGTCG 

35 GGGGCGCTGACCGCCTCCAGGTCCCCGGGGCCCGGTGGCCGCCTGTCGCGCGCC 
AGCTCGCGCTCCGTCGAGTTCTTCCTGTCGCGCCGGCGCCGGGCGCGCAGCAGCG 
TGTGCCGCCGCAAGGTGGCCCAGGCGCGCGAGAAGCGCTTCACCTTTGTGCTGGC 
TGTGGTCATGGGTGTGTTCGTGCTCTGCTGGTTCCCCTTCTTCTTCAGCTACAGCC 
TGTACGGCATCTGCCGCGAGGCCTGCCAGGTGCCCGGCCCGCTCTTCAAGTTCTT 

40 CTTCTGGATCGGCTACTGCAACAGCTCGCTCAACCCGGTCATCTACACGGTCTTC 
AACCAGGATTTCCGGCGATCCTTTAAGCACATCCTCTTCCGACGGAGGAGAAGG 
GGCTTCAGGCAGTGACTC 

SEQ ID NO: 755 
45 >N76944 

TGTAAACAGATTGGAGAATCTAGCAATAAGATTCAAAGCTAATCTGGAGCATAA 
AGGCACAGTTCAGAGACAGAATAACAGGGATCACAAGCATGAATTAAAAGGAA 
TTTATTTGCTTCAAGTTCCTAGATACAACCTTCCCATGCTGCACTTCTCCACTGTC 
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GGAGCACGTTCCGAAAAACAGAATGCCTTGATCCCTGGTGGGTGCGAAGGAGTT 
GTTAGGGATGGCAGGCATTGGTG GGC 

SEQ ID NO: 756 
5 >AA451716 

TTTTGCAAATCAGAGAAATAACCACATTAGAAAAAGCAATATGCCTTTTTTTTTT 
AAAATGGCACATCAAGTGACTCTCATTTTAAAATATCTCTTTTCTTAACCCTTAAT 
TTGAATGCAAAATGATGCTGTGGTCAGAAGGAATGCCAGGTGGCGACCGTGATA 
CCTTTAATGACAATAGGAACGTAGCAGAGGGACAACAGCAATGACAACAGAAA 
1 0 GCAGCTGTGATCCAGCAGCAGCTGGCAAAGCTTAGTAAGCAACCTCATCCCCAG 
ATGCATCCGCTCAGCCAGTGTTGTGATTGCTAGATACTATCTGTAAGTGAACCAA 
ACTAAAATTCATTTATGAACCAAGAAAGGAAGCCAAGTTGAAAAGGTCTCGAGT 
TAAATCGAGAATGATTCAGGCGGGCCGGCTCTCTGAGCA 
CCTTTGGATGCACTTCAGCTTCTGTCTTG 

15 

SEQ ID NO: 757 
>H19264 

TCACATTTGAGCTGGTNGCCAGGTTTGCTGTGGCCCCTGACTTCCTCAAGTTCTTC 
AAGAATGCCCTAAACCTTATTGACCTCATGTCCATCGTCCCCTTTTACATCACTCT 
20 GGTGGTGAACCTGGTNGTGGAGAGCACACCTACTTTAGCCAACTTGGGCAGGGT 
GGCCCAGGTCCTGAGGCTGATGCGGATCTTCCGATCTTAAAGCTGGCCAGGCACT 

- ' -:- ; NGACTGGCGTCCGGTGGCT ^X^ii/H-^ V* .U ■■■ - i • . - •: • -M ■ >■■/ -O :-fcr? 

• * ' • :• ;GGGGGCCAGTTTGAAATACAGG3rAGAAGGAAGTAGGGCTGCTG'E v .v*$«tX V y|?r 
t r'-i'Hp^iii'"^ ?'-V • ' • ' '41 ■' >>V-5-v-> [. O %:*:'•■' '■ ' \' ; '-'P-'-.- -< •••• •' ' 

25 SEQ ID NO: 758 *\ ; ii •: ; - % 

>AA598527 

GTATCAGTAGGTAATAGGATATTTTATTTCAAAACAGTGAAGAAGCTGCTAAGCA 

TAAAATTTGTCAAATGCTACAAAGGTGATGAATATACAACTGGGAATTCCAAGA 

AATTTAAATTTAATTACATTCTTTATTATCTTTTCCTCAAAAGAAATAAATTAGTT 

30 CCACCATTTGGCTAATATTATTTCATTAAAGACTGAATTTAGATTTTAGGAAATA 
AAATATGGAATCTGTTATAATGTCCCAATTTATACTACAGTATTAATCTCAATCCT 
GATCATTACATAATTATAGCATTTACCAATCTGTGATTTTATAAATTAACCAAATT 
TGTTAAATTAAGAAGAAATTCATAGACACCATTTTTTTCCTGTTACAACATATGG 
AAAAGCCATCAAAAAACTTAACAGAACCAAATCAAAAAGAAGTATATTTTATGC 

35 TAAAGTTACTTTCTGTCCAGGTCGAAACATTGTTC 

SEQ ID NO: 759 
>AA286908 

TCAGTGAGATGTCATTTATTAAGCAGTTACAATGCTGCAGGTGCTGTGCAGGAGA 
40 CTGGACATACAAAAGAAGAATTTGACCCAGACCTTCCCCCTCGTGGGTCGTCATA 
ATCTTGTAGGGGGAAGGGAATACAAATACAAATTAGCGAAGAATGATAGCAGTA 
TCTTAGGACACTGTAACTGTGTGCTACGGGACCCAAGGACTGGAGAGCCATCCCT 
TCGTGAAGGTCAGGGAAGAGCTGGGTGGTGGAGAGAGCTGAGCCTGTGTGGACC 
CCTGATGCATGCTCTGATGCTGAGGGAGTACAGTAGAGATGGACACTGATAGTG 
45 ACAGAAGAGTTTGGCCCCAAAGCAGAAGCGGCATCCTGCACCGACTCCCCTTAG 
AATGAATGAGTACGCACAAGAAAACAACCACAGGCATCGCGCATCTTCAGTGGA 
TCTCTTTGCTGGAGAATTGACAGAGTGCGTGTCGCGCCTGAGTGAGCCGGTAAAT 
TCTCTCCTTAAGGATTCTTCTCTTGGTAGCGGTCTCACTCTGCTCTTTGAGCAGCC 
AGGAATAGCGATTTTTTTCCTGTAGTATCTGCATCATGGCTTTC 
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SEQ ID NO: 760 
>AA280924 

GGAACACGCTGCGGGGCTCCCGGGCCTGAGCCAGTGTCTGTTCTCCACGCAGGTG 
5 TTCCGCGCGCCCCGTTCAGCCATGTCGTCCGGCATCCATGTAGAGCTGGTGACTG 
GAGGCAACAAGGGCATCGGCTTGGCATCGTGCGCGACCTGTGCCGGCTGTTCTCG 
GGGGACGTGGTGCTCACGGCGCGGGACGTGACGCGGGGCCAGGCGGCGTACAGC 
AGCTGCAGGCGGAGGGCCTGAGCCGCGCTTCCACCAGCTGGACATCGACGATCT 
GCAGACATCCGCCCCTGCCNTTCCTGCGCAAGGAGTACGGGGGCCTGGACGTGC 
1 0 TGGTC AAC AACGCGGGC ATCGCTTC AAGGTTGCTGATCCC ACACCCTTTC ATATT 
CAAGCTGAAGTGACGATGAAAACAAATTTCTTTGGTACCCGAGATGTGTGCACA 
GAATTACTCCCTCTAATAAAACCCCAAGGGAGAGTGGTGAACGTATCTAG 

SEQ ID NO: 761 
15 >AA279601 

AAAGATGTAAATCGTGGAGGTTACGGCCAAGCCAGTTCCATTAAATTCAGGAGT 
CAGATTCCAGGTTTATGTAGAAGTTTCTAAAATGAAAATCAATGTTACTGAAATT 
CCTGACACATTGCGTGAAGATCAAATGAGAGACAAACTAGAGCTGAGCTTTTCA 
AAGTCGCGAAATGGAGGCGGAGAGGTGGACCGCGTGGACTATGACAGACAGTCC 
20 GGGAGTGCAGTCATCACGGTTGT G 

.■ '«SEQaD NO: 762 :',o > : .--r ;r -.; ;*■.;}- ■, : ■ . 

: • .•>N229.80 ,-0.4. ? • .'AT.**-.*r< f * ? > .'-J-.r..: :v : : '" r ?.' • .Z^.- 

.-: GTTAAAACATGAAAAAAAATTTTA'ITGTTTTAGAGAAAGAGGCCACTTTTGGAAA . 

25 ATAATACTTTTTTTTTTTTAGTTGAATCAGGTGAAGACAGAGTTAAAATCACATA 
GGATTTGCATTTTTAAAAAAGGAAAGCACTAGGATTGTTGGCACTGGAGTAACTA 
TTTACACTGAACAGAGGTTTGGCCTTTTACATAACATCGATACAATGCATTTTCC 
AAAGTCTGAGAAATAACAAGGTTCTGTCTCGAATGCTTCACAGAGGAGGTTCGG 
ATTTGGGGACAAGTGTCATTAATGAGGGCCATGGAAGTTCGTCAGCTTCAGAGTC 

30 ACATGCAATCTGATCCTGGGCGGTTCCCCNGCTGGGGAGCACTTGGCTACGGAAT 
TGAAAGCTAATGGGGAGGGGTGGGGC 

SEQ ID NO: 763 
>T61575 

35 GATTATATCATGGTATATGAAGCACTGGTGAGGTCTATGTCACCAGAAATTCCCA 
GTTTGCTGATTTCATTGAGTTTTTTAACCCGATGATNGTACTGCAACAAGTNAGC 
ATNNGTCACTGCAACCNAACNNGNGGGGGGGNAGGTNCACCCNNNNTTNTTTTT 
TGAAAGGGTTCCCATTTTCNAANGGGGAAACCGNTNTTTTTCTTCCCTNCCCNGT 
TATTATCCAGCTTTGTATTGCAAACAATGACTCTCCTGTTGTTCTCATTGAAGCGT 

40 GGGGTTAAAGTGGGAGGGCAACATCATTCCCTCTTTGGGAAATCTAAGGCAATTC 
TGTTTGCATTGGGGCTTCACCGTGCCCAGAATTGTTATCAGCATGCGAGGGGACC 
ACTCCCCCGGGGGAAAGGGCAGGGTTATAGGGGACAATCAGTGGGCCCGNAGG 
GGGNCCATGGGGNCCAGTGGCAGGGGNAGGGTNCCGTGGCNCTTGGCTTT 

45 SEQ ID NO: 764 
>R23586 

AGAACGAGCTGGACCAGAAGAAAGTAAAATATCCCAAAATGACAGACCTCAGC 
AAGGGTGTGATTGAGGAGCCCAAGTAGCGCCTGCTTNGCGTGGGTGGATCCAAC 
ACCAGCCCTGCGTTCGTGGGACTTGCCTCAGATCAGCCTGCGACTGCAAGATTCT 



618 



WO 02/074979 



PCT/US02/08456 



TACTGCAGTAGAGAACTCTTTTTCTCCCTTGTACTTTTTTTTGACCTGGGCATCTTT 
TTATAGGGAAAAATGGCCTTTGTAGGCAGTGGAAAACTTGCAAGGAAAGCTGCC 
GTCTCTTTGGGCAGTCTGATGCAGAGCCTGCACTCTGGGCACTTCGCTGGAAGAA 
TCTGGGAAGGTTGCGGTTTGCTCTTCCAGTGTTCGGGGGCCTTGGCTGCTTNAAG 
5 GGNTTCGGTCTACCACGGANGGCTTTGCTGTTTAGGG CTGCATCCC 

SEQ ID NO: 765 
>L08044 

CAAGGTCTCGATGTCGTCGGGATCGACGACCTTGGGGTCGATCGTCACGCCGATC 
1 0 ACCTCCCCGCTGCCTTTGACGACGACCTTGACC AGGCCCCC ACCGGCTTGACCGT 
GCACCTCAGAGTTCGCCAGCTGTTGCTGGGCCTCCAGGAGCTTTTGCTGCATCTG 
CTGCGCCTGAGCGAGCAGCGCCGACATGTCGCCTCCGGGTTGCATGACAGTCCCC 
TAGCATCTTGGTCTCGAGTTGGTTTCGCCTGTGGTTGTCGGGCGATTCGGAACATT 
CAGCCTAGACCGCGCCGCGTTACCTTTGCGCCGTGGACCTACGAGTTGGCCCGCG 
1 5 TGTCGGGTTCGCCATGATAGTCGGGGTACTCGTCGCAGCAGCGACGCCGATCATC 
TCGTCCGCGAGCGCAACCCCCGCCAACATCGCCGGCATGGTCGTCTTCATCGACC 
CCGGACACAACGGAGCCAACGACGCATCGATCGGCCGCCAGGTACCCACCGGTC 
GCGGCGGCACCAAGAACTGCCAGGCCAGCGGAACGTCAACCAACAGCGGCTACC 
CGGAGCACACCTTCACCTGGGAAACCGGGCTGCGGCTGCGGGCCGCGTTGA 

20 

SEQ ID NO: 766 

,f- >H52141 ; • • . / . .->}. .. ^ 

!- GAGGGAAAGGGTGGTGOGTGCTGCTCTGTCeiGATGCGCGGCTTAGCTGACGGGG : : 
CAGAGGG33GGGTGGGAATTCGAGCAGGAGGTGGAACTGAAAAGCAAGGTTCAGA 

25 AATGTCAGATATGCTCCGGGAGCTGCTCTGTGTCTCTGAGAAGGCTGGTAAGATT 
GCCCGGGCGTGCAGACAGCAGGAAGCCCTCTTCCAGCTGCTGATCGAAGAAAAG 
AAAGAGGGAGAAAAGAACAAGAAGTTTGCAGTTGACTTCAAGACGCTGGGCTGA 
TGTACTGGGTACAGGt^GTTATAAAACAGGAATATGGGAGAACAAGTTTTCCAG 
GGTTTGGAAAAAAATATTTTTTGGGAGAAGGAATCCAATGGAGNTTAANTATTG 

30 ANTGGGGGGGGAAAGGTTT 

SEQ ID NO: 767 
>U39613 

ATGGCAGATGATCAGGGCTGTATTGAAGAGCAGGGGGTTGAGGATTCAGCAAAT 
35 GAAGATTCAGTGGATGCTAAGCCAGACCGGTCCTCGTTTGTACCGTCCCTCTTCA 
GTAAGAAGAAGAAAAATGTCACCATGCGATCCATCAAGACCACCCGGGACCGAG 
TGCCTACATATCAGTACAACATGAATTTTGAAAAGCTGGGCAAATGCATCATAAT 
AAACAACAAGAACTTTGATAAAGTGACAGGTATGGGCGTTCGAAACGGAACAGA 
CAAAGATGCCGAGGCGCTCTTCAAGTGCTTCCGAAGCCTGGGTTTTGACGTGATT 
40 GTCTATAATGACTGCTCTTGTGCCAAGATGCAAGATCTGCTTAAAAAAGCTTCTG 
AAGAGGACCATACAAATGCCGCCTGCTTCGCCTGCATCCTCTTAAGCCATGGAGA 
AGAAAATGTAATTTATGGGAAAGATGGTGTCACACCAATAAAGGATTTGACAGC 
CCACTTTAGGGGGGATAGATGCAAAACCCTTTTAGAGAAACCCAAACTCTTCTTC 
ATTCAGGCTTGCCGAGGGACCGAGCTTGATGATGCCATCCAGGCCGACTCGGGG 
45 CCCATCAATGACACAGATGCTAATCCTCGATACAAGATCCCAGTGGAAGCTGACT 
TCCTCTTCGCCTATTCCACGGTTCCAGGCTATTACTCGTGGAGGAGCCCAGGAAG 
AGGCTCCTGGTTTGTGCAAGCCCTCTGCTCCATCCTGGAGGAGCACGGAAAAGAC 
CTGGAAATCATGCAGATCCTCACCAGGGTGAATGACAGAGTTGCCAGGCACTTT 
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GAGTCTCAGTCTGATGACCCACACTTCCATGAGAAGAAGCAGATCCCCTGTGTGG 
TCTCCATGCTCACCAAGGAACTCTACTTCAGTCAATAG 

SEQ ID NO: 768 
5 >H91337 

TGGTATGCAAGTCAGCTTTGNCTCACAGTTGAAAATGTTCGGTCATGATTGCTTTT 
GAAACCAAAGGGGAAGGTACCGATATCATTGAGCTATTTAAAGTTGCCAGTTTG 
GGCTCCAGTAATGCTTTCTGGTGGGTAAAATTCCACATTCAGGCCACGAGAGCAT 
CTACAGTTTGTACTCTGGGGCTGCAGGCATCCTGGGACGCTGTACGCAATTCAGT 
1 0 GGTCTAGTCCTTTATACCGACTC AGATTCCTTAAGCATGCAGAGTCACTCGAATG 
AAAAAA 

SEQ ID NO: 769 
>M29870 

1 5 ATGC AGGCC ATC AAGTGTGTGGTGGTGGGAGACGGAGCTGTAGGTAAAACTTGC 
CTACTGATCAGTTACACAACCAATGCATTTCCTGGAGAATATATCCCTACTGTCTT 
TGACAATTATTCTGCCAATGTTATGGTAGATGGAAAACCGGTGAATCTGGGCTTA 
TGGGATACAGCTGGA1CAAGAAGATTATGACAGATTACGCCCCCTATCCTATCCG 
CAAACAGATGTGTTCTTAATTTGCTTTTCCCTTGTGAGTCCTGCATCATTTGAAAA 

20 TGTCCGTGCAAAGTGGTATCCTGAGGTGCGGCACCACTGTCCCAACACTCCCATC 
ATCCTAGTGGGAACTAAACTTGATCTTAGGGATGATAAAGACACGATCGAGAAA 
; CTGAAGGAGAAGAAGCTGACTGGCATCACCTATCCGCAGGGTCTAGCCATGGGT 




25 .] AGAAGAGGAAGAGAAAATGCCTGCTGTTGTAA ' , : . v; 

SEQ ID NO: 770 
>AA454652 

TAAGTTGTAAAAAAAATTTTGTTATTTATAAATGAATTACACAATAAAATAATTA 
30 TTTTTAAAAGTCACAAATACAATCGTTGTATAAAGTCATTTTGGCATCAAGTATC 
TCTTAAATATGTTGCAAACTATTTTCCAAAGAGATGTGGTCCAAACCCTCTGAAG 
GCTTTATAATTTTGTATTAGATAACAAGTGAACAAAACTGACAATAAATACTCCA 
ACAATTATTTTTTAAAATAC 

TAAGTGGCAAATGCTATTCTAAGTGGCAAAACAATC 

35 

SEQ ID NO: 771 
>AA424315 

AGGTCCCATTACAAAGCATGGTGAAATAGATTATGAAGCAATTGTGAAGCTTTCG 
GATGGCTTTAATGGAGCAGATCTGAGAAATGTTTGTACTGAAGCAGGTATGTTCG 

40 CAATTCGTGCTGATCATGATTTTGTAGTACAGGAAGACTTCATGAAAGCAGTCAG 
AAAAGTGGCTGATTCTAAGAAGCTGGAGTCTAAATTGGACTACAAACCTGTGTA 
ATTTACTGTAAGATTTTTGATGGCTGCATGACAGATGTTGGCTTATTGTAAAAAT 
AAAGTTAAAGAAAATAATGTATGTATTGGCAATGATGTCATTAAAAGTATATGA 
ATAAAAATATGAGTAACATCATAAAAATTAGTAATTCAACTTTTAAGATACAGA 

45 AGAAATTTGTATGTTTGTTAAAGTTGCATTTATTGCAGCAAG 

SEQ ID NO: 772 
>AA460727 

TAATAGTGGTTAAAAAAAACTTTAATTTACTTTGTTGAGTCAGAGGGTTGTAAAA 
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AAAATTATTGCTAAAGTAGATATCAGGCAAACAGAAAGGTGCTTTAGAAGTCCA 
GTTACCTTGGAGTTTATTTAAACTAAGAGAAAAAAGTCATAATGTTTTCATGCAA 
TACATACTTGGTTCTCCAAATAACAACTGTGTGACATATAGCAGAAGGAATTAAG 
GAATGCTGCACTTGTGATCCATACAAAACACCAACATTTTAGGTTGTACATAATT 
5 AGAGAAATATCTGAAACACTTTTTAAAACACTGTAGTAGCCAATACATAGAGGC 
ATGCCGTAGTGGGCACAGGAATGCAGTTTAGAAAAGAAGAANAAAAAAAATCA 
CATAGGAACTACTCAATTTCTTTAAAATCACTGAGCAAGAACAGCAACATTGAAC 
TTTCATACTGATTTTACACAACTTCTATACAGTACCTTGACTTAAATCCAAGAGCA 
AAAGTTAAGACTCTCCTCCTCTATTTTTGGTAAACAACTGCATGGTAAACTTAGA 
10 TGACTCTTCCCCCTGGATTTTACCT 

SEQ ID NO: 773 
>L15189 

CCTGCCTCGTACTCCTCCATTTATCCGCCATGATAAGTGCCAGCCGAGCTGCAGC 

1 5 AGCCCGTCTCGTGGGCGCCGC AGCCTCCCGGGGCCCTACGGCCGCCCGCCACCA 
GGATAGCTGGAATGGCCTTAGTCATGAGGCTTTTAGACTTGTTTCAAGGCGGGAT 
TATGCATCAGAAGCAATCAAGGGAGCAGTTGTTGGTATTGATTTGGGTACTACCA 
ACTCCTGCGTGGCAGTTATGGAAGGTAAACAAGCAAAGGTGCTGGAGAATGCCG 
AAGGTGCCAGAACCACCCCTTCAGTTGTGGCCTTTACAGCAGATGGTGAGCGACT 

20 TGTTGGAATGCCGGCCAAGCGACAGGCTGTCACCAACCCAAACAATACATTTTAT 
GCTACCAAGCGTCTCATTGGCCGGCGATATGATGATCCTGAAGTACAGAAAGAC 

■$"»:. ■ • ATTAAAAA.TGTTCCCTTTAAAATTGTGCGTGCCTGCAATGGTG ATGCCTGGGTTG 
- . \.\ >,'■ AGGCTGATGGGAAATTGTATT^CTGCGAGIG AGATTGGAGGATT^ 
- y, ; ; .GATGAAAGAGACTGCAGAAAATTACTTGGGGCAGAGAGGAAAAAATGCT 
425 CACAGTCCCAGCTTATTTCAATGACTCGCAGAGACAGGCCACTAAAGATGCTGGC 
CAGATATCTGGACTGAATGTGCTTCGGGTGATTAATGAGCCCACAGCTGCTGCTC 
TTGCCTATGGTCTAGACAAATCAGAAGACAAAGTCATTGCTGTATATGATTTAGG 
TGGTGGAACTTTTGATATTTCTATCCTGGAAATTCAGAAAGGAGTATTTGAGGTG 
AAATCCACAAATGGGGATACCTTCTTAGGTGGGGAAGACTTTGACCAGGCCTTGC 

30 TACGGCACATTGTGAAGGAGTTCAAGAGAGAGACAGGGGTTGATTTGACTAAAG 
ACAACATGGCACTTCAGAGGGTACGGGAAGCTGCTGAAAAGGCTAAATGTGAAC 
TCTCCTCATCTGTGCAGACTGACATCAATTTGCCCTATCTTACAATGGATTCTTCT 
GGACCCAAGCATTTGAATATGAAGTTGACCCGTGCTCAATTTGAAGGGATTGTCA 
CTGATCTAATCAGAAGGACTATCGCTCCATGCCAAAAAGCTATGCAAGATGCAG 

35 AAGTCAGCAAGAGTGACATAGGAGAAGTGATTCTTGTGGGTGGCATGACTAGGA 
TGCCCAAGGTTCAGCAGACTGTACAGGATCTTTTTGGCAGAGCCCCAAGTAAAGC 
TGTCAATCCTGATGAGGCTGTGGCCATTGGAGCTGCCATTCAGGGAGGTGTGTTG 
GCCGGCGATGTCACGGATGTGCTGCTCCTTGATGTCACTCCCCTGTCTCTGGGTAT 
TGAAACTCTAGGAGGTGTCTTTACCAAACTTATTAATAGGAATACCACTATTCCA 

40 ACCAAGAAGAGCCAGGTATTCTCTACTGCCGCTGATGGTCAAACGCAAGTGGAA 
ATTAAAGTGTGTCAGGGTGAAAGAGAGATGGCTGGAGACAACAAACTCCTTGGA 
CAGTTTACTTTGATTGGAATTCCACCAGCCCCTCGTGGAGTTCCTCAGATTGAAG 
TTACATTTGACATTGATGCCAATGGGATAGTACATGTTTCTGCTAAAGATAAAGG 
CACAAGACGTGAGCAGCAGATTGTAATCCAGTCTTCTGGTGGATTAAGCAAAGA 

45 TGATATTGAAAATATGGTTAAAAATGCAGAGAAATATGCTGAAGAAGACCGGCG 
AAAGAAGGAACGAGTTGAAGCAGTTAATATGGCTGAAGGAATCATTCACGACAC 
AGAAACCAAGATGGAAGAATTCAAGGACCAATTACCTGCTGATGAGTGCAACAA 
GCTGAAAGAAGAGATTTCCAAAATGAGGGAGCTCCTGGCTAGAAAAGACAGTGA 
AACAGGAGAAAATATTAGACAGGCAGCATCCTCTCTTCAGCAGGCATCATTGAA 
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GCTGTTCGAAATGGCATACAAAAAGATGGCATCTGAGCGAGAAGGCTCTGGAAG 
TTCTGGCACTGGGGAACAAAAGGAAGATCAAAAGGAGGAAAAACAGTAATAAT 
AGCAGAAATTTTGAAGCCAGAAGGACAACATATGAAGCTTAGGAGTGAAGAGAC 
TTCC 

5 

SEQ ID NO: 774 
>W60890 

TTCAAGTACATCATAATCGGCGACACAGGTGTTGGTAAATCATGCTTATTGCTAC 
AGTTTACAGACAAGAGGTTTCAGCCAGTGCATGACCTTACTATTGGTGTAGAGTT 

1 0 CGGTGCTCGAATGATAACTATTGATGGGAAACAGATAAAACTTCAGATATGGGA 
TACGGCAGGGCAAGAATCCTTTCGTTCCATCACAAGGTCGTATTACAGAGGTGCA 
GCAGGAGCTTTACTAGTTTACGATATTACACGGAGAGATACATTCAACCACTTGA 
CAACCTGGTTAGAAGATGCCCGCCAGCATTCCAATTCCAACATGGTCATTATGCT 
TATTGGAAATAAAAGTGATTTAGAATCTAGAAGAGAAGTAAAAAAAGAAGAAG 

1 5 GTGAAGCTTTTGCACGAGAAC ATGGACTC ATCTTC ATGGAAACGTCTGCTAAGAC 
TGCTTCCAATGTAGAAGAGGCATTTATTAATACAGCAAAAGAAATTTATGAAAA 
AATTCAAGAAGGAGCTTTGACATTAATAATGAGGCCAATGGCATTAAAATTGGC 
CCTCAGCATNTGTTACCATGCCACACATGCAGGCNATCAGGGAGGCANCAGCTG 
GGGCNGCTCTGTTGANTCTGTTTATGCTANTGCCACGGGCTTCTCCCTTATCTTAN 

20 CCTTCCTCTGGNACTGGNTGACCTTTGAAAGGTTTGCCAGAGATTANCCGCAATC 
T 

\ SEQ ID NO: 775 .' 

>AA287T96 : - , 

25 GTACACTGGTGTTGGACAGAGCAGCTTGGCTTTTCATGTGCCCACCTACTTACCT 
ACTACCTGCGACTTTCTTTTTCCTTGTTCTAGCTGACTCTTCATGCCCCTAAGATTT 
TAAGTACGATGGTGAACGTTCTAATTTCAGAACCAATTGCGAGTCATGTAGTGTG 
GTAGAATTAAAGGAGGACACGAGCCTGCTTCTGTTACCTCCAAGTGGTAACAGG 
ACTGATGCCGAAATGTCACCAGGTCCTTTCAGTCTTCACAGTGGAGAACTCTTGG 

30 CCAAAGGTTTTTGGGGGGAGGAGGAGGAAACCAGCTTTCTGGTTAAGGTTAACA 
CCAGATGGTGCCCCTCATTGGTGTCCTTTTAAAAAATATTTACTGTAGTCCAATA 
AGATAGCAGCTGTACAAAATGACTAAAATAGATTGTAGGATCATATGGCGTATA 
TCTTGGTTCATCTTCAAAATCAGAGACTGAGCTTTGAAACTAGTGGTTTTTAATCA 

35 SEQ ID NO: 776 
>T97257 

TTTCAAANTTAGTTTTTATTTTATTGTAAAACATTGAGATGGAATGATAGGGTTTC 
CCAGAATCAGGTCCATATTTTAACTAAATGAAAATTATGATTTATAGCCTTCTCA 
AATACCTGCCATACTTGATATCTCAACCAGAGCTAATTTTACCTCTTTACAAATTA 
40 AATAAGGCAAGTAACTGGGATCCACAATTTATAATACCTGGTCAATTTTTTCTGT 
ATTTAAACCTCTATCATAGGTTTAAGGCCTATTGGGGGGACTTTAATCCCTTACC 
AAATAAACAGGGGTTTAAAATCACCCTCATGGGGGGCACTGCCCCTTCTGGGGG 
TTTTCCTTCCTTTGGACTTAAACCAATCTGGGAATGGCTTAGGGGATTTTCCC 

45 SEQ ID NO: 777 
>W96114 

GTTACGGAGGCGGCTACGGTGGCCAGAGCAGCATGAGTGGATACGACCAAGTTT 
TACAGGAAAACTCCAGTGATTTTCAATCAAACATTGCATAGGTAACCAAGGAGC 
AGTGAACAGCAGCTACTACAGTAGTGGAAGCCCGTGCATCTATGGGCGTGAACG 
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GAATGGGAGGGTTGTCTAGCATGTCCAGTATGAGTGGTGGATGGGGAATGTAAT 
TGATCGATCCTGATCACTGACTCTTGGTCAACCTTTTTTTTTTTTTTTTTTCTTTAA 
GAAAACTTCAGTTTAACACGTTTCTGCAATACAAGCTTGTGATTTATGCTTACTCT 
AAGTCGGAAATCAGGATTGTTATGAAGACTTAAGGCCCAGTATTTTTGAATACAA 
5 TACTCATCTAGGATGTAACAGTGAAGCTGAGTAAACTATAACTGTTAAACTTAAG 
TTCCAGCTTTTCTCAAGTTAGTTATA 

SEQ ID NO: 778 
>AA486836 

1 0 GAAAACTATGGC ATAGAATGGC ATTCTGTGCGGGATAGCGAAGGGC AGAAACTG 
CTCATTGGGGTTGGACCTGAAGGAATCTCAATTTGTAAAGATGACTTTAGCCCAA 
TTAATAGGATAGCTTATCCTGTGGTGCAGATGGCCACCCAGTCAGGAAAGAATGT 
ATATTTGACGGTCACCAAGGAATCTGGGAACAGCATCGTGCTCTTGTTTAAAATG 
ATCAGCACCAGGGCGGCCAGCGGGCTCTACCGAGCGATAACAGAGACGCACGCA 

1 5 TTCTACAGGTGTGACACAGTGACCAGCGCCGTGATGATGCAGTATAGCCGTGACT 
TGAAGGGCACTTGGCATCTCTGTTTCTGAATGAAAACATTAACCTTGGCAAGAAA 
TATGTCTTTGATATT 

SEQ ID NO: 779 
20 >L24470 

GTGCGCGGAGGGGACGAGCGGCTGGACCACAGCCGGCGCCCGATCAGGATCTCC 

gcgctgggatcggtggaacttgaggcagcggcggcgcggggcgccatggcacac 
, .-: ggagcggctccgtcttctgctcctcagagageccggctgggggcctgggatgaca 
agatgtctggactgcaatcctgcacagto:ttgagagggagatgacttgagtggtt 

25 GGCTTTTATCTCCACAACAATGTCCATGAACAATTCGAAACAGCTAGTGTCTCCT 
GCAGCTGCGCTTCTTTCAAACACAACCTGCCAGACGGAAAACCGGCTTTCCGTAT 
TTTTTTCAGTAATCTTCATGACAGTGGGAATCTTGTCAAACAGCCTTGCCATCGCC 
ATTCTCATGAAGGCATATCAGAGATTTAGACAGAAGTCCAAGGCATCGTTTCTGC 
TTTTGGCCAGCGGCCTGGTAATCACTGATTTCTTTGGCCATCTCATCAATGGAGCC 

30 ATAGCAGTATTTGTATATGCTTCTGATAAAGAATGGATCCGCTTTGACCAATCAA 
ATGTCCTTTGCAGTATTTTTGGTATCTGCATGGTGTTTTCTGGTCTGTGCCCACTTC 
TTCTAGGCAGTGTGATGGCCATTGAGCGGTGTATTGGAGTCACAAAACCAATATT 
TCATTCTACGAAAATTACATCCAAACATGTGAAAATGATGTTAAGTGGTGTGTGC 
TTGTTTGCTGTTTTCATAGCTTTGCTGCCCATCCTTGGACATCGAGACTATAAAAT 

35 TCAGGCGTCGAGGACCTGGTGTTTCTACAACACAGAAGACATCAAAGACTGGGA 
AGATAGATTTTATCTTCTACTTTTTTCTTTTCTGGGGCTCTTAGCCCTTGGTGTTTC 
ATTGTTGTGCAATGCAATCACAGGAATTACACTTTTAAGAGTTAAATTTAAAAGT 
CAGCAGCACAGACAAGGCAGATCTCATCATTTGGAAATGGTAATCCAGCTCCTG 
GCGATAATGTGTGTCTCCTGTATTTGTTGGAGCCCATTTCTGGTTACAATGGCCAA 

40 CATTGGAATAAATGGAAATCATTCTCTGGAAACCTGTGAAACAACACTTTTTGCT 
CTCCGAATGGCAACATGGAATCAAATCTTAGATCCTTGGGTATATATTCTTCTAC 
GAAAGGCTGTCCTTAAGAATCTCTATAAGCTTGCCAGTCAATGCTGTGGAGTGCA 
TGTCATCAGCTTACATATTTGGGAGCTTAGTTCCATTAAAAATTCCTTAAAGGTTG 
CTGCTATTTCTGAGTCACCAGTTGCAGAGAAATCAGCAAGCACCTAGCTTAATAG 

45 GACAGTAAATCTGTGTGGGGCTAGAACAAAAATTAAGACATGTTTGGCAATATTT 
CAGTTAGTTAAATACCTGTAGCCTAACTGGAAAATTCAGGCTTCATCATGTAGTT 
TGAAGATACTATTGTCAGATTCAGGTTTTGAAATTTGTCAAATAAACAGGATAAC 
TGTACATTTTCAACTTGTTTTTGCCAATGGGAGGTAGACACAATAAAATAATGCC 
ATGGGAGTCACACTGAAAGCAATTTTGAGCTTATCTGTCTTATTTATGCTTTGAGT 
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GAATCATCTGTTGAGGTCTAATGCCTCTACTTGGCCTATTTGCCAGAGAACATCTT 
AATGCAGCCTGCATAGTGAAATGGTTATTTTGAGATCACCGCTCTGTAGCTAACC 
CTTATAAACTAGGCTCAGTAAAATAAAGCACTCTTATTTTTTGATCTGGCCTATTT 
TGCCCCTCATTGTGTAGCCTCAATTAACACATGCATGGTCATGACACCCAGAATT 
5 CATGATGGTTTGTTATAACAACCTCTGCATATTCCAGGTCTGGCAGACAGGTTGC 
CTGACCCTGCAATCCTATCTAGAATGGGCCCATTCTTGTCACATTTGACAAATAG 
GACTGCCTACATTTATTATTATGAAGGTCGATTGTTGTTGGAAGTGTTTTTTCATG 
TCATAGATTAGCAATTTTCAAATAATTATTTTTTCTCTGAAAATTTTGTGTGTGAT 
TGCACAATAAATAATTTTTAGAGAAACAAAGGCTCTTTCTCAGCACATTGATGGG 

1 0 C AACTAGAATTAC AGC AGTTTC AAACTCTACCATGGATAATGCAAAC AAACCGA 
AGCTACATGCCAATGATAGGTGCAAAGAATATTGGCAAAAGGTGCTTTACCTTG 
AGCCATTATTTGTGTCAGAGAACAAAAGAAACAGAATCAATATATAAATTCAAA 
GACTATCTGCAGCTAGTGTGTTTCTTCTTTACACACATATACACACAGACATCAG 
AAAATTCTGTTGAGAGCAGGTTCATTAAATTTGTAAGATGGCATATTCTAAAGCC 

1 5 TGTGCTACCAGTACTAAGAGGGGAAGACTGGC AATTTGCC AAGCACTTGGGGAT 
TATTATAACAATTAACTAGGAGATCAAGAGATAATAATCTCTCCCCAAATTTTCC 
AATAATAATTGAG 

SEQ ID NO: 780 
20 >T61078 

GACAATTTAATTGCAAAAGACACAGAATATTAAGGCATAACAAAGTAAACTGAA 
. ■ ' ATGAAGTTTAGTTATCAATATTCATGTGTGAGAAAGTTGTGAATG AGTTCCTTTAG f 
.v. ATAAGATGTGGGTGAGGTTGATTTAATAATGGGGGTGGGGTGTGTGCATCEGTAT 
■'< " GGTGCTTTTGC AGC ACTGT ACTGGCTGT AGTGG AAAAGACTCTTGGAGTCC ACCT 
25 TGCGAGATTTCTGCACAGCTTGAGCCAAAAAGTTTGGGNCACCCCGAAAATTAG 
GTGAGGGAGAGGG 

SEQ ID NO: 781 
>S40706 

30 AGAGACTTAAGTCTAAGGCACTGAGCGTATCATGTTAAAGATGAGCGGGTGGCA 
GCGACAGAGCCAAAATCAGAGCTGGAACCTGAGGAGAGAGTGTTCAAGAAGGA 
AGTGTATCTTCATACATCACCACACCTGAAAGCAGATGTGCTTTTCCAGACTGAT 
CCAACTGCAGAGATGGCAGCTGAGTCATTGCCTTTCTCTTCGGACACTGTCAGCT 
GGGAGCTGGAAGCCTGGTATGAGGACCTGCAAGAGGTCCTGTCTTCAGATGAAA 

35 ATGGGGGTACCTATGTTTCACCTCCTGGAAATGAAGAGGAAGAATCAAAAATCT 
TCACCACTCTTGACCCTGCTTCTCTGGCTTGGCTGACTGAGGAGGAGCCAGAACC 
AGCAGAGGTCACAAGCACCTCCCAGAGCCCTCACTCTCCAGATTCCAGTCAGAG 
CTCCCTGGCTCAGGAGGAAGAGGAGGAAGACCAAGGGAGAACCAGGAAACGGA 
AACAGAGTGGTCATTCCCCAGCCCGGGCTGGAAAGCAGCGCATGAAGGAGAAAG 

40 AACAGGAGAATGAAAGGAAAGTGGCACAGCTAGCTGAAGAGAATGAACGGCTC 
AAGCAGGAAATCGAGCGCCTGACCAGGGAAGTAGAGGCGACTCGCCGAGCTCTG 
ATTGACCGAATGGTGAATCTGCACCAAGCATGAACAATTGGGAGCATCAGTCCC 
CCACTTGGGCCACACTACCCACCTTTCCCAGAAGTGGCTACTGACTACCCTCTCA 
CTAGTGCCAATGATGTGACCCTCAATCCCACATACGCAGGGGGAAGGCTTGGAG 

45 TAGACAAAAGGAAAGGTCTCAGCTTGTATATAGAGATTGTACATTTATTTATTAC 
TGTCCCTATCTATTAAAGTGACTTTCTAT 
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SEQ ID NO: 782 
>H25907 

GGTGAACCAGNNTNTTTATCAGTTTATTAATCTATTTTTAATATATAGACTTTTCA 
GTAGACAACAGCATAAAACATATTCTTTTCAAGTTCAAATTGAACTTTCACCAAC 
5 ATAGACCATATTCTGGGCCATAAAATAAACATTGGCAAATTTAAAATAATTGAA 
ATCATATTAAGTTTGTTCTCTGACCCTGATAGAGGTAAGCCAGAAATCAAGANCA 
GAAAGATATCTAGAAAAATCCCAAATAATTTGGAAGTAAAAGANCACAATTTTA 
AATAAACCATGGGGCCAAAGGNAAAGGTCACAGGGGGAANCTCTTAGGNACTG 
GANCTAAAATAGGGGGGNATTTTAC 

10 

SEQ ID NO: 783 
>N90246 

TTTTTTGTAGTGCCTGCAGCCCTCATGGGTCGGGATGGAGGCAGAAAATCAGTTC 
CTGTTTATTTACAAAAATATATATATGTGTATGTATGTATATATATTAACCCCTCA 

1 5 GCTCCCTCCCATGATCATCCTTTTACTTCTACCCCCACCTCCCTTTTAAAACAAAG 
AGGTTTTCTGGGGTGCAGAGAGGGTTCTCCTGAAAGTGGGCAGAAGCAGCACCG 
ATAGCCTAGTCTGGCAGGTTGTGGGAAGGGGCGCAGGGAGTGACCATGAGCGAC 
CTTGGCCCCGTCCTTGCTCCTTGCACCCTGATTGGGGCATGGGGTGAGAGGAGGG 
ATCAGTCCTTGAATCCCTGAATACTGCAAA 

20 GAATGCGCTTCTGGTGCCCGGGCAGTGT 

.: ■ -ISEQID-NO: 784 \'<k'.-.. .v •• ; ■ : ••.»••/*•}* -\;,v - 

.= ' . >H84113 : *.v ' : :■.::■>:■ ■ \.- :v;v-K : t^* .' • -\; r„\... : ^:-v;'::'- - 'V;a- 

iGATTCGGAACGAGGGATGGGAGANGGGGOGGGTGTTGCCCCTGGTGCTGCCGCT 

25 GCANCCCGNATCCGCCTGGCACAAGGGCTCTGGCTCCTCTCCTGGCTGCTGGCGC 
TGGCTGGTGGCGTCATCCTCCTCTGTAGTGGGCACCTCCTGGTCCAGCTAAGGCA 
CCTTGGCACCTTCCTGGCTCCCTCCTGTCAGTTCCCTGTCCTGCCCCAGGCTGCCC 
TGGCACGGNGCGCGGTTGGCTCTGGGCACAGGACTAGTGGGTGTAGGAGCCAGC 
CGGGCAAGTCTGAATGCAGCTCTATACCCTNCCTGGGCGAGGGGTCCTGGGGCC 

30 CGCTTGCTGGTGGCTGGCACGGCTTNGTT 

SEQ ID NO: 785 
>AA477082 

AGAGAGTATATTGCTGCTTTTCTCAGTCACTTTGGCACAGGTGTCGTGGAATATG 
35 ATGCAGAAGGCTTTACAAAACTCACTCTGCTGCTGATGTGGAAAGATTTTTGTTT 
TCTTGTACACATTGACCTGCCTCTGTTTTTCCCTCGAGACCAGCCAACTCTCACAT 
TTCAGTCCGTTTATCACTTTACCAACAGTGGACAGCTTTACTCCCAGGCCCAAAA 
AAATTATCCGTACAGCCCCAGATGGGATGGAAATGAAATGGCCAAAAGAGCAAA 
GGCTTATTTCAAAACCTTTGTCCCTCAGTTCCAGGAGGCAGCATTTGCCAATGGA 
40 AAGCTCTAGGAAACACCAGTCTTGAGAGGTGGCCAGCCAGACTGCCTGTCCACA 
TGCGTGTCAGCACATACAGCCGCTTCCTGGAAGC 

SEQ ID NO: 786 
>Z73903 

45 GAATTCCGATCTCTCGTCCTCTTCCTGGGCTAGGCCGCCCCAGGCGCGGCCCCTG 
CGACTCCTGGCACGGCCCCGTGCTCGGCTGCCGCCCTGGCGCGCGCCACACTGTC 
GTCCCCGGACGGGCGCGGACCGGCTCGGCCGGGGCGCCGGCGGCTGGGGAGGG 
GTCGCTGGCCCCGGGGCCGCGCATGCGCCGCCACCAACTTGGGGCTGTCAGTGG 
AGGGCGAGTGCTGGTTCTCAGGGGAGGCGACGCCTTCGGGCCAACGGGCCTCGA 
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GCCGAGGCAGCAGTGGGAACGACTCATCCTTTTTCCAGCCCTGGGGCGTGGCTGG 
GGTCGGGGTCGGGGTCGGGGCCGGTGGGGGCCCCGCCCCCGTCTCCTGGCCTGC 
CCCCTTCATGGGCCGCGATGATGGCGGCCCTGTACCCGAGCACGGACCTCTCGGG 
CGCCTCCTCCTCCTCCCTGCCTTCCTCTCCATCCTCTTCCTCGCCGAACGAGGTGA 
5 TGGCGCTGAAGGATGTGCGGGAGGTGAAGGAGGAGAATACGCTGAATGAGAAG 
CTTTTCTTGCTGGCGTGCGACAAGGGTGACTATTATATGGTTAAAAAGATTTTGG 
AGGAAAACAGTTCAGGTGACTTGAACATAAATTGCGTAGATGTGCTTGGGAGAA 
ATGCTGTTACCATAACTATTGAAAACGAAAACTTGGATATACTGCAGCTTCTTTT 
GGACTACGGTTGTCAGAAACTAATGGAACGAATTCAGAATCCTGAGTATTCAAC 

1 0 AACTATGGATGTTGC ACCTGTCATTTTAGCTGCTC ATCGTAAC AACTATGAAATT 
CTTACAATGCTCTTAAAACAGGATGTATCTCTACCCAAGCCCCATGCAGTTGGCT 
GTGAATGCACATTGTGTTCTGCAAAAAACAAAAAGGATAGCCTCCGGCATTCCA 
GGTTTCGTCTTGATATATATCGATGTTTGGCCAGTCCAGCTCTAATAATGTTAACA 
GAGGAGGATCCAATTCTGAGAGCATTTGAACTTAGTGCTGATTTAAAAGAACTA 

1 5 AGTCTTGTGGAGGTGGAATTCAGGAATGATTATGAGGAACTAGCCCGGCAATGT 
AAAATGTTTGCTAAGGATTTACTTGCACAAGCCCGGAATTCTCGTGAATTGGAAG 
TTATTCTAAACCATACGTCTAGTGACGAGCCTCTTGACAAACGGGGATTATTAGA 
AGAAAGAATGAATTTAAGTCGTCTAAAACTTGCTATCAAATATAACCAGAAAGA 
GTTTGTCTCCCAGTCTAACTGCCAGCAGTTCCTGAACACTGTTTGGTTTGGACAG 

20 ATGTCGGGTTACCGACGCAAGCCCACCTGTAAGAAGATAATGACTGTTTTGACAG 
TAGGCATCTTTTGGCCAGTTTTGTCACTTTGTTATTTGATAGCTCCCAAATCTCAG 
: TTTGGGAGAATCATTGACACACCTTTTATGAAATTTATCATTCATGGAGCATGATA > 
TTTCACATTTCTGCTGTTGCTTAATGT ATACTCTCTTGTTTACAATGAGGATAAGA . 
. •« AAAACACAATGGGGCCAGGCGTTGAAAGAATAGACTATCTTCTTATTCTGTGGAT. 

25 TATTGGGATGAin^TGGTCAGACATTAAAAGACTCTGGTATGAAGGGTTGGAAGA . : 7 
CTTTTTAGAAGAATCTCGTAATCAACTCAGTTTTGTCATGAATTCTCTTTATTTGG 
CAACCTTTGCCCTCAAAGTGGTTGCTCACAACAAGTTTCATGATTTTGCTGATCG 
GAAGGATTGGGATGCATTCCATCCTACACTGGTGGCAGAAGGGCTTTTTGCATTT 
GCAAATGTTCTAAGTTATCTTCGTCTCTTTTTTATGTATACAACCAGCTCTATCTT 

30 GGGTCCATTACAGATTTCAATGGGACAGATGTTACAAGATTTTGGAAAATTTCTT 
GGGATGTTTCTTCTTGTTTTGTTTTCTTTCACAATTGGACTGACACAACTGTATGA 
TAAAGGATATACTTCAAAGGAGCAGAAGGACTGTGTAGGCATCTTCTGTGAACA 
GCAAAGCAATGATACCTTCCATTCGTTCATTGGCACCTGCTTTGCTTTGTTCTGGT 
ATATTTTCTCCTTAGCGCATGTGGCAATCTTTGTCACAAGATTTAGCTATGGAGA 

35 AGAACTGCAGTCCTTTGTGGGAGCTGTCATTGTTGGTACATACAATGTCGTGGTT 
GTGATTGTGCTTACCAAACTGCTGGTGGCAATGCTTCATAAAAGCTTTCAGTTGA 
TAGCAAATCATGAAGACAAAGAATGGAAGTTTGCTCGAGCAAAATTATGGCTTA 
GCTACTTTGATGACAAATGTACGTTACCTCCACCTTTCAACATCATTCCCTCACCA 
AAGACTATCTGCTATATGATTAGTAGCCTCAGTAAGTGGATTTGCTCTCATACAT 

40 CAAAAGGCAAGGTCAAACGGCAAAACAGTTTAAAGGAATGGAGGAATTTGAAA 
CAGAAGAGAGATGAAAACTATCAAAAAGTGATGTGCTGCCTAGTGCATCGTTAC 
TTGACTTCCATGAGACAGAAGATGCAAAGTACAGATCAGGCAACTGTGGAAAAT 
CTAAACGAACTGCGCCAAGATCTGTCAAAATTCCGAAATGAAATAAGGGATTTA 
CTTGGCTTTCGGACTTCTAAATATGCTATGTTTTATCCAAGAAATTAACCATTTTC 

45 TAAATCATGGAGCGAATAATTTTCAATAACAGATCCAAAAGACTATATTGCATAA 
CTTGCAATGAAATTAATGAGATATATATTGAAATAAAGAATTATGTAAANGCCAT 
TCTTTAAAATATTTATAGCATAAATATATGTTATGTAAAGTGTGTATATAGAATT 
AGTTTTTTAANCCTTCTGTTAGTGGCTTTTTGCAGAAGCNAAACAGATTAAGTAG 
ATAGATTTTGTTAGCATGCTGCTTGGTTTTCTTACTTAGTGCTTTAAAATGTTTTTT 
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TTTATGTTTAAGAGGGGCAGTTATAAATGGACACATTGCCCAGAATNTTTTGTAA 
NATGAAGACCAGCAAATGTAGGCTGATCTCCTTCACAGGATACACTTGAAATAT 
AGAAGTTATGTTTTAAATATCTCTGTTTTAGGAGTTCACATATAGTTCAGCATTTA 
TTGTTTAGGAGTATAATTTTATTTTATCTAAAATAATAGTCTATTTTTTCTTTTGTA 
5 TTTTGTTATAATCTTAAGCAACAAAGAAAAAACCCTAATATTTGAATCTATTTAT 
GTCTTTCAATTTAAATTCACTTCAGTTTTTGTTATTGTAATATATTTACTTTTACAT 
GGTTATAATCACTTTATATTTTTAATGTTTTTTTCACTTAATATTTTATATATACAT 
TTCCATGTATTGATGTAGTTAGTCCACATTTAAATTTTTATAGAATTATATAGTTT 
TTGAAAAATACAGTCAGTAGATGTTTTATTTTTTAGCTATTCAGTTATGTTTATAA 

1 0 GTTTGCATAGCTACTTCTCGACATTTGGTTTGTTTT AATTTTTTTGTATCATAATAG 
TCCTATTTTTTTTTCAAGTTGGAGTGAATGTTTTTAGTTTTAAGATAGATAGGAGA 
CACTTTTTTATCACATGTAGTCACAACCTGTTTTGTTTTTGTAAAACATAGGAAGT 
CTCTTTAATGCAATGATTTGTTTTATATTTGGACTAAGGTTCTTGAGCTTATCTCC 
CAAGGTACTTTCCATAATTTAACACAGCTTCTATAAAAGTGACTTCATGCTTACTT 

1 5 GTGGATCATTCTTGCTGCTTAAGATGAAAAGCATTGGTTTTTTAAAATTAGAGAA 
TAAAATATGTATTTAAATTTTTGGTGTGTTCACATAAAGNGATGTAGCTAAAATG 
TTTTCATAGGCTATTATATATNCTCGCAGCATTTCCAGTTAAGAGGATATTAGGT 
ATATAATTCTCTTCTTAACCGAATGTCAGATGGTCTTACGCCACAGGGTGCAGGT 
AACCCTTGGCCTGTAAGCACCACCGATCCAGGGATCATTGTCTAAATAGGTTACT 

20 ATTGTTTGTTTCATCTGGAATTCCGAGGGTGCACAAATTACCAGCAGCCTGAGGG 
AGGTCTTATTGGAAGGCTTCCTGCAGGAGGTGGCATCTGATCCGGGCCTAGACAT 
GGGAGTTGGAATTTTCCAGACAGGGAAGGGCAGTGTGGGTGGAAAACAAAGGAC 
GAAGAAAGGTATGGTGTGGGAeCAAGGCTGAOATGGTGCATAAATGATGAGAGG 
TGAGGGTGAAGGC!PAGGTGTGTGTCAGGGGAAGAGCTAGAAAGGAAGGI!GGGG 

25 CAGGGAAGCTCAGTGAGTGTCTGCTACATGTGAGGCTTCATTCTGAGCACCAACT 
CTGCGCGCTAATGCCACGAAGTGGAGTCATGATTCTTCCATTTTCCAGGTGAAGA 
AACCAAAGCACGGGGAGAATTAGCTTGTCCAAGGGCTCATGGCCAGTCGGTGGT 
GCCACTGGGATTTAACCAGGGATTCCAGCTGTGGAAGCTGCATGCTGCCAGCTGA 
GCACTCCGTCTGTCCACCCTGGCAAATGACATGCTGAGGGCTGGGGGCAGTCATC 

30 TTTCCAGCAGTTGTCGACCAGAAATAATGATAATGCATCAGCCAGGTGGGCAAG 
AACTCAGACTTTGTGGTCAGACCTCGCTGTGGCAGGGAGCTTAGAAAAGTCAGTT 
TTCCTCCACAGCTGTGTAACATGGGGAAAGGGGGATGCTCAGCTCACCTCTCATG 
GCCCTTGTGTGGGGATTTCAAGGGTAAATGCTGGAAAAGCACTGAATATACAGC 
ACTTAGTAGAGGCTTTGCAAGCGGCTGTCCTCACCCAAACGGATCCTTCCCCAGG 

35 AAAGCTCTGCAAATGGAGCCACTTGGCTTTTTGCCTGATGCCATATTCCGTTGTTT 
AAAACGGCGATCCCAAACTTAAGAGTATGAAAGGGGTGTTTTGCAGACAATGCA 
TAATTAACCACTTCTAAACACAGGGTGTGCCAGGCTCCCTCAAAGCTGTTAATTA 
TTCTTCATTAGTGATCTTAAGTTAATGTAAAATAATCCTGGAGCTCTGCCAGAGG 
CTCGGGCAGGGGAAGGAGCAGAGCCGCTTATTTCAACTAGCAAACGGAAAGAAA 

40 TCTTCACGGGGCGCCTCTGCGTTCTGCCTTGGTTGTGGGGAGATGCCTCTATAGA 
CTCTTTAGCTCTGCCCAAAGGCCATTGTGGGAGGCGGCAAGCCCTCTCCCAAGTT 
CCCAGAGCCCAGCCGACCTCAGGGTACTTTGGTTAATGAAATAGTTCAGGTGGG 
AAGAAAATATGGAGGAGAGTAGTATACCCATCGCCCAGCTTCCAAAATAAGCTG 
TTAATGGTGTGGTGGACTGCCCCTGTGGGCCACCCCACAAATCTTATCCCTTTCCT 

45 GCTTCCCCAGAGCTAAGCCTAAACAGTCCCTCTTGTTTGGTGTGTAGATTTCCCAT 
GCACATTTTTTTAAATTGCTGTAGGTACATAGTAAGTGTATATATTTATGGGGTAC 
GTGAGATGTTTTGACACAGGCACGCAATGTGAAATACACACTTCATGGAGAATTC 
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SEQ ID NO: 787 
>M81882 

AGCTCGCCCGCAGCTCGCACTCGCAGGCGACCTGCTCCAGTCTCCAAAGCCGATG 
GCATCTCCGGGCTCTGGCTTTTGGTCTTTCGGGTCGGAAGATGGCTCTGGGGATT 
5 CCGAGAATCCCGGCACAGCGCGAGCCTGGTGCCAAGTGGCTCAGAAGTTCACGG 
GCGGCATCGGAAACAAACTGTGCGCCCTGCTCTACGGAGACGCCGAGAAGCCGG 
CGGAGAGCGGCGGGAGCCAACCCCCGCGGGCCGCCGCCCGGAAGGCCGCCTGCG 
CCTGCGACCAGAAGCCCTGCAGCTGCTCCAAAGTGGATGTCAACTACGCGTTTCT 
CCATGCAACAGACCTGCTGCCGGCGTGTGATGGAGAAAGGCCCACTTTGGCGTTT 

1 0 CTGCAAGATGTTATGAAC ATTTTACTTC AGTATGTGGTGAAAAGTTTCGATAGAT 
CAACCAAAGTGATTGATTTCCATTATCCTAATGAGCTTCTCCAAGAATATAATTG 
GGAATTGGCAGACCAACCACAAAATTTGGAGGAAATTTTGATGCATTGCCAAAC 
AACTCTAAAATATGCAATTAAAACAGGGCATCCTAGATACTTCAATCAACTTTCT 
ACTGGTTTGGATATGGTTGGATTAGCAGCAGACTGGCTGACATCAACAGCAAAT 

1 5 ACTAACATGTTCACCTATGAAATTGCTCCAGTATTTGTGCTTTTGGAATATGTC AC 
ACTAAAGAAAATGAGAGAAATCATTGGCTGGCCAGGGGGCTCTGGCGATGGGAT 
ATTTTCTCCCGGTGGCGCCATATCTAACATGTATGCCATGATGATCGCACGCTTTA 
AGATGTTCCCAGAAGTCAAGGAGAAAGGAATGGCTGCTCTTCCCAGGCTCATTG 
CCTTCACGTCTGAACATAGTCATTTTTCTCTCAAGAAGGGAGCTGCAGCCTTAGG 

20 GATTGGAACAGACAGCGTGATTCTGATTAAATGTGATGAGAGAGGGAAAATGAT 
TCCATCTGATCTTGAAAGAAGGATTCTTGAAGCCAAACAGAAAGGGTTTGTTCCT 

: • ,T t ICG:T.CGTGAGTGCCACAGGTGGAACCAGGGTGTACGGAGCATTTGAeCCGGTCT 
, TAGGTGTGGCTGAGATTTGCAAAAAGTATAAGATCTGGATGCATGT@GAa:GCAGG •* 

•>.•' : TTGGGGTGGGGGATTAGTGATGTGGGGAAAACACAAGTGGAAACTGAGTGGGGT, : 

25 - GGAGAGGGCCAACTCTGTGACGTGGAATCCACACAAGATGATGGGAGTCCCTTT 
GCAGTGCTCTGCTCTCCTGGTTAGAGAAGAGGGATTGATGCAGAATTGCAACCA 
AATGCATGCCTCCTACCTCTTTCAGCAAGATAAACATTATGACCTGTCCTATGAC 
ACTGGAGACAAGGCCTTACAGTGCGGACGCCACGTTGATGTTTTTAAACTATGGC 
TGATGTGGAGGGCAAAGGGGACTACCGGGTTTGAAGCGCATGTTGATAAATGTT 

30 TGGAGTTGGCAGAGTATTTATACAACATCATAAAAAACCGAGAAGGATATGAGA 
TGGTGTTTGATGGGAAGCCTCAGCACACAAATGTCTGCTTCTGGTACATTCCTCC 
AAGCTTGCGTACTCTGGAAGACAATGAAGAGAGAATGAGTCGCCTCTCGAAGGT 
GGCTCCAGTGATTAAAGCCAGAATGATGGAGTATGGAACCACAATGGTCAGCTA 
CCAACCCTTGGGAGACAAGGTCAATTTCTTCCGCATGGTCATCTCAAACCCAGCG 

35 GCAACTCACCAAGACATTGACTTCCTGATTGAAGAAATAGAACGCCTTGGACAA 
GATTTATAATAACCTTGCTCACCAAGCTGTTCCACTTCTCTAGGTAGACAATTAA 
GTTGTCACAAACTGTGTGAATGTATTTGTAGTTTGTTCCAAAGTAAATCTATTTCT 
ATATTGTGGTGTCAAAGTAGAGTTTAAAAATTAAACAAAAAAGACATTGCTCCTT 
TTAAAAGTCCTTTCTTAAGTTTAGAATACCTCTCTAAGAATTCGTGACAAAAGGC 

40 TATGTTCTAATCAATAAGGAAAAGCTTAAAATTGTTATAAATACTTCCCTTACTTT 
TAATATAGTGTGCAAAGCAAACTTTATTTTCACTTCAGACTAGTAGGACTGAATA 
GTGCCAAATTGCCCCTGAATCATAAAAGGTTCTTTGGGGTGCAGTAAAAAGGAC 
AAAGTAAATATAAAATATATGTTGACAATAAAAACTCTTGCCTTTTTCATAGTAT 
TAGAAAAAAATTTCTAATTTACCTATAGCAACATTTCAAATGTATTTAAATACAT 

45 ATAATTTTACAAAAGGAAAATATATATATTAAAAAAGATATCCTATTTTGTAACA 
TATAGATTTTTATTTTATATAGGTTATACAAACTGCGGGGGCGGAATT 
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SEQ ID NO: 788 
>AA401448 

TTCACATTGAATCTTAAGTTTAAGCTCTTCATTTGGTATTTAGGCAATATATGAGA 
5 AAAAAATTTTTTTTGTTCATTTGTAATTTTAACAAGTTGAACATTTTACCATGATT 
GAACATGTTTTTATTACAGTATTTAACATTCCCCCAAAGAATACCCTGCAAAGTG 
TAAACCTTTGTCCCATACTGTGATATTACTGTTCTGCTACAATAAATGTCAAACCT 
AAGCACTTTGCAGTTCACTACTTTTGGGAAAATGTTCTAGGGAACTGTATCACAG 
GTGAAACTGTTACCCATAAAGTGTAGC 

10 

SEQ ID NO: 789 
>T84762 

ATTCGGCACAGGATGAGCAGAAGAGGTTATCAGCATTAAATTGTTTTGGTTCTAA 
ATTTGGAACAGTATATATAATTAAAAGTAAGGAACATTAGAGGATTTAATTAGA 

1 5 ATAAATAC ATGTTTTGGAAATAC AGTGACCTCTTGC AGTGTC AC AAAAGTGC AAA 
GTGATATTAGCTGTCATCTGCAATACAGAATCTCATTGCTTTTGCACATGGAGCA 
TATAGGGAAACTCCANACAGATCACAATGAGGGTTTCTAAATCTGTTGGGGTTCT 
GTCTTCTATTGGGGTTCTGTGAAGGCAAACCACTGTAGGCTTTAGCTGGGGTTCN 
GTCCTATGGACTCGTTGGGGGGNATGCCNTG 

20 GGTTTTTCCATNCTTACCTGGCAGTCTTGGGGGGGT 

'■ CVSEQ'I&NO: 790. , ■■ s*--,-rr V ■ <■>•;; r-y •• \;x.' : ' 

: - ;>.T87069, .'.'tV ■ -:' C 1 .^ • .; ; :X'u-v.V-'.Vr;:..., -.■■«. . .. - ■/.> y. • ■ * " ■.. 
• • ■ v -. />.' TIPTTGGTTCTCTGCCCGTTTNGATTTGTTTTGTATTTGTTTTCTGTGAGAGGAGTGA 
' :25 AATGGCAGCCCTGGAATCTACAATTTGGCTCTCCACTGAGCACCTTATCTTGCCA 
CCTTAGCCTTAAGAATGAATATGAAGAAAAATACACAGCCACCTCTGTCCAGGG 
CAGTAAGAAGGGCTGCAAGGAAGGGGAGGATGGGGACAAGGAAAGGATCAGAT 
ACCTGCTCCAGTAGTTNTGAGGCCACTGTGTCTCAGGGGACTCCAGGGAGGAGC 
AGAAGAGGGNTCCCACGAAGTTATTCTTACGCAGCTGGGGCCAGGGAGGGTCAG 
30 AGTNGGTGCCAGGGTGCAAGTTAGGCTAAAGAAGCCACCACTTATTCCTCTCTCT 
TGCCCATTTNTGGGGGGGCAAAGGCCATTTGGTCACCCAAGAGTCTTTCCAGGGG 
GACCCACAGATATTGCCATGTCCCTNCACACGTCTTTGGNGTCCTTAACN 

SEQ ID NO: 791 
35 >AA424743 

CATATTTATCGGGATGACAAATCCATAGAATATATTCTTTTATGTTAAATTATGAT 
CTTCATATTAATCTTAAAATTTTGTGACGTGTCTTTTTCCTTTTTTTCCACAGTTTT 
AATATATTATTCTTCAACGACATTTTTTGTAACTTTACACTTTTTTGGTTATTTTAT 
TTTAAAAAAATGAAAAATTAATTTAAAAAAATGCAAAAAACTGTTGGATTATTTA 
40 TTTTAGAAATTCCCCCCTGTTGTGTTGGACTGCAAATTGAGTTTCTTTCTCTTTAG 
GCCTTTCACAACTAGGACTGAGAATGTATGTAAAAGTTCTGTGACAGTACAGAA 
GGAAAACAACTTTTTATGTATAGCTTCTAAAAGGGGAAAAAAAAAAAAAGAGAA 
ACCCTTTGACTTCCACGTGCCCATCT 

45 SEQ ID NO: 792 
>AA489331 

TTAGTGAAACATTTTCTTTTTATTGAGAACATCTCAAATCCTTTGTCTGTATTTGA 
CAGCGTCTCATGCTCAGTTCCAGCTGGTCTTGTGCGAGAGGAAGCTCATGCAGTT 
GTAACGTGTGGTGTATACACAGATTTACATACAGAGAACACTGAGGATTGCATCT 
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CAGCAACATGTTTCTCAGCCGAATTACATTCATAGAAAGTGTCCAGATTCTAAAA 
TCAAATTAAAAGCATGTAATCCAAAGCCTGAAAAAGCAAACAGCTTTAGGGGCT 
GACTCCATTAGCGTTCCATAGACTGTGCTTTTAACCGTTCAGTTCATGTTTAATGG 
CCCATCGGTTCCTTACATACCATCAGCTTATGCTGTGGCCAAAAGAAGTGTTCTT 
5 GTGGCTTGGTACTCGTCCCTTCAAACAGTAAACAAGAAAGTGCAGACAGTGCTG 
CCAGAGACAG 

SEQ ID NO: 793 
>T67104 

1 0 CCAGTTTACACTGAAGATCGATCTGAAACTC AGC ACCAGCGANAATCC AGAAGT 
TTGCCTGTCTCCATGGCTGGTTTTAATTTCCCCATTCTGCAGTGGCTTGTTAATAT 
TAGTTCTGACCTTTGGGGCAAGGTGAACACATGGTTGGACTGAAGAGAAAAGGC 
TTCTGGTGGCTCAGGAACGTCTTTGGCAACTACAACAGCTGATATTTCAACAGAG 
CACATACATCCCCCACTTAACAAGGGTACGTCCTCAGCCTTCTCAGGGAACCAAC 

1 5 GAACACCTCCAGGCTTCCTCTTTGATGCCACCCACTGGACCTGCCTTGGGGGTCT 
GTAAATGCAAGAGGAACCGAGTGTTGGATAATTAGCGATGGGAAGAAAAAACCT 
CTTAGNATTAAAAGGTAGGTTT 

SEQ ID NO: 794 
20 >R65792 

TCCAGAGAGTAAGATCAGATTCGTCCACAAAGAGATGGGCATAATACCAAGCTG 
GGGTGGCACCACCGGCTAGTTGAAATAATCGGAAGTAGAGAAGCTGTCAAAGTG 
TTGAGTGGGGGGCTTAAACTGGATTC AAAAAATGGTGTAAACATAGGAATGGTTG 
f : cAAGAGGTCTTGCAGTGTTGAGATGAAACTAAATCTCTAGAAGAGGGACAAGAAT 
25 GGCTAAAGCAATTCATCCAAGGGCCACCGGAAGTAATTAGAGCTTTGAAAAAAT 
CTGTTTGTTCAGGCAGAGAGCTATATTTGGGGGGAAGCATTACAGAACGAAAGA 
GATCTTTTAGGGNACAGTTTTGGGGTNGGCCNGCAAATTTTAGAGGCTATTTNCT 
AAGGAAGGGNATTTTATTAATATTTGGGTTTTTCCCG 

30 SEQ ID NO: 795 
>T90621 

AGCAGGANCAAGTTTAATAAACGTTTATTGAGCAGTAGAATACAAGTGAGTNCC 
NGGANCCNGATCACCAAGTCCTGTACAACTGAGGTAATTATTTCACAATGATGG 
GTGGCTCAGTGAGATTCTGATTGCATGCGCTGCATGACAAATTATCTACTCAGAG 

35 TATGCCTGACACGCCGGAGGGCTNGAGGGGGAACACACTGAAAGCAGTACCAGG 
GAGCAGTGCATCTCACAGANCCATTTNTTCATGCCATGAAGTAAACGGTACTTAT 
ACAAGTGTACAGTGACGTTCCACGNTCCCCATCTAACACGGNTTGCTGGAANTTT 
ACAGGCAGACTGACGTTTTCTTTCACATGTACTCCAAGTAAATCTGGTTAGTGAT 
GACCNGGGGGCAGGCGCTGAAGCTTTTCAAAGCCTTACTTCTTTTATCAGCAGCC 

40 CGGNTTTTTAT 

SEQ ID NO: 796 
>AA464067 

^AAAGGAAGCTGGGCGTCCTCTGGGCCCCCCAACACACGTCCCATTTAGCCCTGC 
45 AGAGCGGTCTCCTTCCCCTAAGCCAGCACCGCTGCTCCCTGGACCCGGGAAGGAG 
GCTGCCTGGCTGGAGGCCGAGCGATGGGCCTGTGCTGAGGATTTGTGCTGTGATT 
TGGGCAAATCATTCCAGGTCTTTGGGCCTCCACCCCCT 
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SEQ ID NO: 797 
>AA291163 

CATCTATAGGTTTTTTTTATTAGAAAAGAAATTAAGTGTTGTCACTAGAGATTGA 
AGGAAATTAACAATCTTACAATTCTAGAACAGGCAAACTTCATGATAAGGGATT 
5 CTTAAGTTTTCAAAGTGTAGGAGCTCTTTCACAGATACACTCTTGGTGTAGGGGG 
CTGTAAGTTTTATCAGATGTTTTACATTTCATGCTTTAATCTTTGCTGGTAGTCTA 
AATAAAATAAATACACAGTGTTCAGGATTATCTGGATAGCCATCTTAAATt\ACAG 
AGTGTTCCACATGACCACAGCCTCTGCACTTGTGCCTCTGATCCATATGACACCA 
AGACCAACTATGCTTTTCATATGATTTCTCCACATTGGGTCTTGTGACTTTTCACA 
1 0 GAATTGTTGAACATTTCCCC AGAGATCCGTGGTTACAGAGAGCTCCAATCTGCTT 

SEQ ID NO: 798 
>N53024 

TGGAGCCCCTGNTGCGGAGATGGCCTCCAGAGGNCAGCTGCAGGGCACGTTCTG 
1 5 GGCTTAGCGACAGAGGCAAGCAAGGGACTGGTGTCTCTGGTGAGAGGTGGGTTT 
GATGTATCTCTGTCCTATGCTGGTCTCTCTTCTCCTTTATAAAATCCTCTGTGGTC 
AACTGACTACTGCGTATCGCAGTGGGAATAAGACTGCACAGTTGCTGGTAGGTG 
AGTTTAAAGTCTTAATCTATGCATTCAGAGAAATATTTTTATATGCTTTGTGTAAT 
TTATAACAAGGATTTTTTTTTTAGCTTTGTTAACTGTGAATTCACCCCTCCTCCTCC 
20 ACTGCATATTTAAAGCATGTGTTCACACTGTGTGTAAACATTCACTGGAAGATTT 
TTTCNTTGTGCATTGCTGACTGTTCCAACATNACAAGTATTATTAAAATTAAATAT 
: :■ T AACTGGACCGGAAAAAAAGAAAAAAAAAAGNTCGTT ACCCG . : ■ , . . * % , ■ • • 

• SEQ ID NO: 799 r>7 •• ' ' •.- ' ?;v V :.- r.. - , ■• r^-/ . 

25 >AA398230 * ' O 

GCGGAATGGGAAGCAGTTTATGGAGTTAAGTGGGGCTCTGCTATTTCCCCCAAGA 
AGGACTCGGAAGATGTTGATTCCAGGGCAGAGTGAGGGGCAGACGGGATGAGG 
CTCTTCTGTAAAGTCCAACAGACGCTCACAGATGCTGGGAGGCTGGGGACTGCC 
AGGTTGGGAGCCTCACCCAGAGAGCCTCACTGCATTGACCCCACACCCACCACTC 

30 ACCCAGCACACAGGGGGCCTCTCCTCACGCTCCCAGGCCACCAGGATGGCCCCC 
AGGTTCACACACAGGCACACGCACACACGCTGCACTCACCACGCACTGAAGGGC 
ATCACAGCCCCAAGTCTGGGTAAGAAATTCTCCAC 

SEQ ID NO: 800 
35 >H21107 

GTTGCATCATTATACATCACACTGAGTAAGAATCGTTTAGCCATCTACATTCAAT 
GTTACTGGGTAATATTTNNCTCAAATTATAATTCCCAACACTGATTTTACCTGTGA 
CAAAAGGAACAATAGTAATTCCTTGAAGAAGACTAACTGGNAAAAACATTTNGC 
TTTTAGTATAAAAGTTCCTAGGNTGCTGAAAGGNACACATACACACCTAAAGAG 
40 TCATGGCCTTCTTAAACAGCTTTCTTAATCCTTTCTGGGAAATATCCTTTGGTTCA 
TTTTTATTGCCCCTCTCTNGGGCAAAACAAAGTATGTTAACGCAGGNATCAGTGA 
GTTATNTCCTAGGCACTTGTAAGGCAATATCCTTACCAAGAGGGACCATTCAACT 
TTTGTAATAATCCGTNAAGCG 

45 SEQ ID NO: 801 

zd20g08.sl Soares_fetal_heart_NbHH19W Homo sapiens cDNA clone IMAGE: 34 1246 3* 
similar to WP:ZK970.2 CE02402 CLPP-LIKE PROTEASE mRNA sequence 
gi|1365390|gb|W58658.1|W58658[1365390] 

GCGACCGCCGAGCGACAGATCCAGAACGGCCTGGCCTGCAGCGGTGCCTGACGC 
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GAACGGCANCCCGGGCTCTCCCGCTCATTCCCATCGTGGTGGAGCAGACGGGTC 
GCGGCGAGNCGCCTGATGACATCTACTCGCGGCTGCTGCGGGANGCACTCAGTG 
TGCGTCATGGGCCCGATCGATGACAGCGTTGCCAGCCTTGTTATCGCACAGCTCC 
TCTTCCTGCAATCCNGAGAGCAACAAGAAGCCCATCCACATGTACATCAACAGC 
5 CCTGGTGGTGTGGTGACCGCGGGCCTGGCATCTACGACACGATGCAGTACATCCT 
CAACCCGATCTGCACCTGGTGCGTTGGGCCAGGCCGCCAGCATGGGCTCCCTTGC 
TTCTCGCCGCCGGAACCCCAGGCATGCGCCACTCGCTCCCCAACTCCCGTATCAT 
GATCCACCAGCCCTCAGGAGGCGCCCG 

10 SEQIDNO:802 

zw32b03.rl Soares ovary tumor NbHOT Homo sapiens cDNA clone EVIAGE:770957 5', 
mRNA sequence gi|2112210|gb|AA428170.1|AA428170[2112210] 

ATTCGGCAATGGAGAGGATAGGGAGAATATTTACTAACTAAATACCATTCACTA 
CTCATGCGTGAGACTGGGTGTACAAACTCATCCTCTTTTAATGGCATTTCTCTTTA 

1 5 AACTATGTTCCTAACAAAATGAGATGATAGGATAGATCCTGGTTACCACTCTTTT 
GCTGTGCACATACGGGCTCTGACTGGTTTTAATAGTCACCTTCATGATTATAGCA 
ACTAATGTTTGAACAAAGCTCAAAGTATGCAATGCTTCATTATTCAAGAATGAAA 
AATATAATGTTGATAATATATATTAAGTGTGCCAAATCAGTTTGACTACTCTCTGT 
TTTAGTGTTTATGTTTAAAAGAAATATATTTTTTGTTATTATTAGATAATATTTTTG 

20 TATTTCTCTATTTTCATAATCAGTAATAGTGTCATATAAACTCATTTATCTCCTCTT 
CATGGCATCTTCAATATGAATCTATAAGTAGTAAATCAGAAAGTAACAATCTATG 
GCTTATTTCTATGACAAATTGAAGAGGTAGAAAAATA 

SEQIDNO:803 

25 ab35g03.sl Stratagene HeLa cell s3 937216 Homo sapiens cDNA clone IMAGE:842836 3' 
similar to gb:M93056 LEUKOCYTE ELASTASE INHIBITOR (HUMAN);, mRNA 
sequence 

gi|2216491|gb|AA486275.1|AA486275[2216491] 

TCTGGACAGTGGTTTTATTGGTAAAGATATAAGACATATTGGCTCTATTAAAAAC 
30 TCAGGTAATAAAGCACTAAGCTTGATTTTTGTATTGCTACAGTCTCTTTCTTCTAA 
GGGGAAGAAAATCTCCCCAAGAATAGGATGCTACCTGAGGAATTATGCCGAATA 
AAGAAAAGGAATGGATGGTCGGCAGTGAAATTTTCTTCGGGCATCAACATGCAG 
AAAGTTGCGATGCCTGCTGTGGCAGCTGCCGCCTCTGTTCCCTCTTCATTCACTTC 
CACAAATGACTTGTGGACAATTTTTGATATAAAAATATCTCTGGCTCCTGACATG 
35 CCAGACAGATCAGCCTTGCTACTGTTAAAGAGATCCTGCACACCTAGGCGGGCG 
AGGTCGGAGTTGAGAGTGTAACTCTCTTCCAGTTTGAACCTGGGCAAGCTGACAT 
TAACTTCAATGAAATCGAGATTCTCAGGTTTAG 
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